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Effect of Three Kinds (Tonifying Kidney, Invigorating Spleen, Promoting Blood Circulation)
Recipes on the Hypothalamus—FPituitary- Adrenal-Thymus (HPAT) Axis and CRF Gene Expres-
sion ZHONG Li-yong, SHEN Zi-vin, CAI Ding-fang, et al Huashan Hospital, Shanghat Medical
{niversity, Shanghat (200040}

Objective: To observe the effect of tonifying Kidney (TK), mvlgmatmg Spleen (I5) and promot-
ing blood circulation {PI3C) recipes on the hypothalamus-pituitarv-adrenal-thymus {HPAT) axis.
Methods: reverse-transcription polymerase chain reaction, radioimmunoassay and cellular im-
munity techmques were used to observe the effects of TH, IS, PBC on the neurcendocrine and
immune sysiem of this experimental model which HPAT axis was inhibited by corticosterone.
Resuits: only TK could avoid the depression of exogenous corticosterone, which by enhancing the
expression of CRFmKNA in hypothalamus, and following the improvement of function of HPAT
axis, that IS might have direct promotion on immune system, whereas without any effect of PBC on
HPAT axis was observed. Conclusion: TK, IS and PBC recipes have different effects on HPAT axis.

Key words tonifying the Kidney, invigorating the Spleen, promoting blood circulation,
Corticotropin-releasing factor messenger ribonucleic acid, hypothalamus, corticosterone
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