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Objective To explore the relationship between the insertion deletion 1 D polymorphism of angiotensin
converting enzyme ACE  and blood stasis syndrome BSS in patients with coronary heart disease CHD .
Methods The ACE gene type in 48 patients of CHD of BSS type 52 CHD patients of non-BSS type and 54
healthy subjects control was determined by PCR assay also levels of endothelin ET  angiotensin [ Ag
I and nitric oxide NO were determined. Results Occurrence of DD genotype and allele genotype of ACE
gene was higher in patients of BSS than that in patients of non-BSS and control P<0.01 . ET NO level was
higher in patients of BSS than that in control P<0.01 . ET and Agll levels in patients of BSS were signifi-
cantly higher than those in patients of non-BSS P<0.05 and control P<0.01 . Levels of ET NO and Ag
Il in subjects with DD genotype in various groups were higher than those in subjects with Ag Il or ID genotype
the highest level occurred in patients of BSS with DD genotype when compared with the other two groups the
difference in Ag Il was significant P <0.05 and P<0.01  when compared with control the difference in
ET NO was significant P <0.01 . Conclusion DD genotype of ACE gene may be the susceptible gene of
CHD in patients of BSS type.
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4 .5mmol L 10mmol L dNTPslpl 1 25pmol
2 25pmol DNA Spl - DNA  100~200ng
50pl  94C 4min 80T
Taq  2u
94°C 1min 58°C 1min 72C 1min30s
3 1 30 72C 10min
PCR 4C PCR 1.5%
100bp DNA Marker
2.2 ET I Agll
2 NO ET Agll NO
3
54 SPSS 10.0
29 25 48 ~70 59.40 £7.22
24 23.22 + N q
2.48 105.22 + 15.64 mmHg CHD Multinomial Lo-
72.44+6.53 mmHg 100 55 gistic
45 48 28
20 46~70 60.29 +7.58
23 23.63+4.95 108.75 + 1 ACE Hardy-Weinberg
23.42 mmHg 75.10 £ 15.71 mmHg 154 DD 46 29.87% ID 85
52 27 25 47~172 55.19% II 23 14.94% 1
61.58 +7.95 26 42.53% D 57.47% N
23.60+3.19 113.55+26.51 mmHg ACE
74.31+7.55 mmHg 3 Hardy-Weinberg X2 =2.55 P>0.10
P>0.05
2 ACE I D
1 PE480  PCR 1
PERKLN - ELMER TGL16
ZK-82 P<0.01 DD OR
DU640 7.27 v =13.42 95%Cl  2.38~22.24 P<0.01
BECKMAN COUTER Ge-12007 ACE DD



778 - 2004 9 24 9  CJITWM September 2004 Vol. 24 No.9
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