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Familial Pedigree Analysis of Shen-Yin Deficiency Syndrome in Families with Type 2 Diabetes Mellitus GU
Liu-bao, BIAN Rong-wen, WU Min, et al Department of Endocrinology and Metabolism , Jiangsu Official
Hospital of the Provincial Organization , Jiangsu Institute of Geriatrics, Nanjing (210026 )

Abstract Objective To analyse the familial aggregation and genetic predisposition of Shen-yin deficiency
syndrome (SYDS) in families with diabetes mellitus type 2 (DM2). Methods One hundred and forty-one DM2
patients were collected from 32 family lines in Nanjin area, in which the probands were differentiated as DM2
with SYDS. On them, genetic analysis on the characteristics of SYDS was conducted using pedigree analysis,
morbidity and heritability of the first-degree relatives of the probands were calculated, and the action of familial
SYDS factor on the genesis of the syndrome was assessed by multiple factors regression analysis. Results The
morbidity rate of SYDS in the first-degree relatives of the probands was 33.71% , and the heritability, calculat-
ed by Falconer formula, was 80.6% . The fitting result of regression analysis showed that familial factor played
an important role in SYDS genesis (OR=5.61, P=0.001), but DM2 itself is not an independent risk factor for
it. Conclusion DM2 with SYDS shows the tendency of familial aggregation and genetic predisposition, genetic
factor is associated with the genesis of the syndrome. Pedigree research is a good method for exploring the rela-
tionship between syndrome and genetic factor.
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M REERMRA; —RERE 1 A SHR G 4.
B M MAMAR B2 R, HEEA 1/4 Wk
HRAF . T2DM . B 1 Z# (impaired glucose regu-
lation, IGR ), f3#& ¥ & K 9 (impaired glucose toler-
ance, IGT )15 [ If 4% 3 # (impaired fasting glucose,
IFG) By 1L Wi i 1 1999 4F WHO & K& it 45 > #17;
FEEHBIEMZHSRB(PAHAIRRMTRE TR
MY P EHRFEN AT, BB : F5E: (1) ERR
B QRFHe KEE: (1)EE; Q) BBHEE;(3)
FRIE T (OB RBTFREERYG G ;(6)
R (D fEE; (B)HM AR (9)BIFHFilt; (10)&
PHEH; (1) FRL DB SESLE; (12) k4
. BHBIET R FME 2 3, KE 2 ML B ;A
FEAEE 1T, KAE 4 B EEFEA#E,

2 REFE FEAENRRAMRYEES 28
HRBERARERANPEIERKERITRERTER,
AT E S A B BE, R 1T 75g 1 IR %5 ) & X
BUABBERERE, TERAENSCQEER .
MR R IR BR O R PR S R I SR, K
REAEFESHE NS E (m). K E (kg). L E
(mmHg) JEE (cm) B Bl (ecm) ; £ F 35 8 (body mass
index, BMI) = & /5 &2 (kg/m’) .

TRERE: MFEEES R (Fins) REGHKRS
# (2h-ins) , ff A fb 2% & b 8 (Beckman Coulter Access
SR A0 W2 5 ¥ = 1 I (FBG) R & J5 il ¥ (2h-
PBG) , {#f FI#i % b5 AL B 4 535 (H 3L 7060 Automat-
ic Analyzer) #ll i€ ; Il ¥ & JH @& 8 (TC). H # = B
(TG) B & EREH HER (HDL-C) RHEIBE S
JE & % (LDL-C) , 6 i 4 B 3h A 4 20 #7 AL (H 32 7060
Automatic Analyzer) W, BAEBEITHKS XK
HitE % (HOMA-IR) X J§ &% & 5 ¥ 78 8 (HOMA-B) :
HOMA-IR = Fins X FBG/22.5, HOMA-B = 20 X Fins/
(FBG-3.5),

3 Giit#¥ k% A EPIDATA 2.0 #1375
FE , XUE SR A B4 5 B A 48 0 iR J5 R A SPSS 10.0
#HiF 4 i 4 #r. Fins, 2h-ins, HOMA-IR } HOMA-B
BARMBELREESKE . HiEH BT
RH ¢ BB HEEARA Y BB,

LRI RRE G E A RIERT RSN, KA
Falconer A3, h®=b/r, b= (Xg-Xr)/a H & & A i
JE3# 15 ¥ (Heritability) o 1 : 3N H b N5 B ; Xg A
— B S B ETYESREZ AR EZE X A

B BH R U SRR 5 B S A R B B o
Bia h—BBHGGBHEFHES - BRETBRES
B 2 ] B bR o 2 B Xg Xr a BT IR R B A
IR B R ERRE; r WERE R
LERESRESENELR, UEARRKL%E
WRERAE LR, #ITZHRIEKM Logistic [ 7
AT, RARI R B BEA EEERNEMAE,
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1 REPEREREBENL 3214 T2DM K&
141 6 3B FRIEH 32 #, S IEH I — K ER 89 #,
ZSGER 20 B, P B M T2DM B 42 Hl (B 32
BISIEE ) s BRR YRR ER R (52.7£13.6) %,
99 3] B 1 To 4% FR % 9 52 A 2R B3+, B A o AR a8
FHEH 34 61(34.34% ) ; L B2 Wiy T2DM 8 4
(8.08%).IGT 13 #i (13.13% ). IFG7 %] (7.07%).
IGT+IFG 6 #1(6.06% ). FiBERZAFE+ T2DM
BEKEN 35.46%(50/141),IGR B E K 18.44%
(26/141) , ¥E A 7 % B9 5 B W F 3K 53.90% (76/
141),

2 REABEHEARE WER1, 4160+0F
64 FIZFEHIES RN EHBIE, SHERKRER
45.39% , R ER,6SHIEEHEWHWE(NGT) EEH,
EH BB EN 29.23%, IGR FHEE KRN
34.62% ,T2DM & B IR R K 72.00% , B B 4 &
% T2DM > IGR > NGT, & B 5 /9 58 75 3 B0 A 38
WEAT EF, = ZERLKBRERAFEEYR (P =
22.348,P<0.01),

F£1 T2DMEZREABRBEHEBRHBRSN (H(%))

45 NGT IGR T2DM I5873
%) 19(29.23) 9(34.62) 36(72.00) 64(45.39)
EFHEB  46(70.77) 17(65.38)  14(28.00) 77(54.61)

3 BHESIESHEBAKEMAELER LR
WFE2, ERBEREHBEHBEER R FBG.2h-PBG
HEERETHEREA ARLEZRAEE®H(PL
0.01), 5 EH HOMAB I B K THEEFHEA
(P<0.05),

4 —FHERBEHEBREMBREE R2AKR
% BA B IE SEIE & B 89 Bl —HERB W, A 30 BN EH
BIEEE BWREN 33.71%., B Falconer AR ITE
B R E BB AE B h2 = b/r, b= (Xg-Xr)/a, RE—
BEREEEA 12 THERMRR, B r=12%,
BB — B R RR RO EH Xg=1.080,a=
1.590, FiR{E — R ERBREAMRXr=0.440, KA
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Eka) BPEg EAR4E E  PHE
B (B /&) 64(23/41)  77(39/38) — —

F(F) 55.7+11.9  40.0+15.7 6.563 <0.001
BMI(kg/m?) 22.8+2.9 23.1+3.3  0.653  0.515
SBP(mmHg) 121.1+21.1 118.6+18.0 0.732  0.466
TC(mmol/L) 4.89+0.97 4.68+1.06 1.203  0.231
TG(mmol/L) 1.63+1.21 1.85+2.66 0.593  0.554
HDL-C(mmol/L) 2.71+£0.62 2.64%£0.59 0.697 0.487
LDL-C(mmol/L)  1.60+0.35 1.48%0.27 1.565  0.120
FBG(mmol/L) 6.64+1.86 5.76+1.35 3.216  0.002
2h-PBG(mmol/L) 10.97+7.59  7.83+3.02 3.259  0.001
Fins(IU/ml) * 2.06+0.73 2.07+0.56 0.111  0.911
2h-ins(1U/ml) * 3.83+0.81  4.03+0.86 1.359  0.177
HOMA-B* 4.05+0.85 4.38+0.75 2.438  0.016
HOMA-IR" 0.81+0.78 0.69+0.59 1.025  0.307

T ARE A B A RS A6
ARKB:b=0.403, i’ =80.6% ., LEREHEH &
UE #3815 BE 2 80.6% o

5 Logistic BIAFER UREREHENE
AR B, B B R MR S PR R 1 O LA B R 2 BT AR
KRELBZEERAEBTE, RANHEESEBER
EEAMEHEE,LE 3, ERBRER HINSEHE
FTERERENZE  FRERES IR 'EHEIENE
EEKHEE(OR=5.611), T RRE R K LI RHEA
BA B EITER,

®3 EHEBIERRERER IR Logistc B ITHR

axm WA BEMEN g pm  MHLER
3 4 0.072 0.017 17.520 <0.001 1.075
A 0.904 0.443 4.157 0.041 2.469
EREBEESE  1.725 0.531 10.560 0.001 5.611
R o 0.143 0.063 5.111 0.024 1.154

IR H(G) =51.056 df =4 P<0.001
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AR N T2DM & BIE# 1T R E R EHE 2T,
HABRERNEEREZEPHENEMR. SRER
T2DMERRZAABPBEHE B EBKERY 45.39%,
T2DM B BIE R E —RERBEBWEN 33.71%,3
BBETEHRAE3.4% OMBERARN 14.0%°,
EHH—EMEER M

EEZERBERRB D, R S BENRKZ®RE
HEMFERELFAERE R, LPREHEELE

RHTRERKKNEE BREERRM. —B&IA
HEEMERBEEBD 60%, A ANBRERE
AEZERFRHEEPAEEER . AR PHT P ERHE
RRRRMERE ZHRGEW, BEERITE L
FR AR R RIER T IR, 455 T2DM ' B 58 1E A9 38t
R 80.6% , WBFFT 45 R4- /R T2DM B FA R IER
EERABRGRERG R, HEAEFRTHRREEREN
i BEREFREBRKVIER. #—PHEH
EHPSTERBREABERELETHEEZRL
W7 B R AR X A I B A R B B R R, B B R E R K
SN EEREHAEMTTREERER KL EN
5.61 %, BRBERNEREEABER P SEEMBNL,

T2DM B H AT HE X4 2B & TR & E
B IGT AR, 5 BA M A9 200 3 BEREAC R 00 19 B 4k
T2 EFR RS 7EX5E BB K3k S B 6@ 41 K A
TR FEHRRFEI TR RBRE— S MIES, BHE
#H A\B¥ FBG.2h-PBG HHE R T BEHBAAR. X
B RGRYERER SN BLE N T BN R,
AR T RAK T2DM X EZE 2+ T2DM BB
RUEAMBREARRE B SE R T2DM B BiE R
HREHNIEE, ZEAREREEETHBRES
FRERERERR? EHEHTHEEE BB H’R
ETHER BINSEEWMREZE BRKBERSEHE
PEA B R BB, JERE T2DM HAER 4 B R #
MR EE, XA AR E N T2DM KA 3 FE AL
55HERREFEER KRG EHBREEAR
AEEETERSEHEYMEE"E, KERRR
T2DM MR EBRERF RN RRZPBEEHEN L
RS HERT=EAR REW,

E¥BEFAN, BEERRERERAERER
EHin BEERBERERTRELRRE, £HR+
TXDM BB RiEHE - R FXBEHAERWENR
33.71% ,32 Fil Falconer /A3 i1+ 5 BA B iF 18 1% BE A
80.6% ., ZHE Logistic A EERERBERE
EEHENERTHEEERN, FE T2DM 4 53
EGHERELZRFEREE, & LR, T2DM B
P RA REREMBLHMN, ANERTR T E
RARPEERESBEEERXEAHREFHIE,
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2000 4 1 H—2004 4F 10 HRAIRAPHELE SRTH
STRREMASH  ARIRLETBRENTE AMEDT,

WRES AP BEPBRIET =ELS 681 4], K
FREEEA 28,4 HITREFEVBRR.SHATHFAELS
1RSFBIT, S BIBBER 24~39 %, F1(30.13£5.30) % ;2
B 20~41 8, B (218.75+£52.96) K ; 9™ 6 B, 272 2 ) ;
W2~TH, ¥ 3.4 ; PBZs ™= 3 4], 4% 4 6,0 E™ 1
BlLRPEUBETRERE, A A EH: 4em X Sem ~
16cm X 16cm; 725 H3 1fl : 300~ 1 000mt, SE3 (575 £212.13) ml;
MR- B AR M IR B R (B-HCG) : 5 231~ 15 688U/L; R B
ZLESBER ENLHRAR, BREEEAE, SUZHSL
mEXE. SHREF. T, BEOIEREYIER.

BFAE THARGCEFEZEHEMNTARARR
(MTX)75mg 0 &t K 20ml, BUE A S5 BER R ik £ E &
.8 1 MEFEF#HKRIBEA MTX 75mg 5 AKX
40ml, i O fRKJE 7 B 25mg, B R 2 K, ER 9~12 X F
()3 205 AKRAT 15¢ ) E 10g BE{Z 15¢  FHB 30g
B 30g S4B 30g EM15g KAMW 30g = 15¢
#FAR15g FM 12¢ BEFE10g BH9g HE10g),85XK1
FL,10 XA 1AMTFE. shARR M B-HCG, & FTHRAHE, R

EFBA:L. IWREFEASLEBEFR (LK 265200);2. AR
BT A4 R B

k287

15 RA[E R 4t MTX 50mg 0 54 K 20ml, 3-HCG B B F
Y05

% R 1RAKG8HRENRHCGHHABTMHE,16~31 K
Jaifl BFHCG<S5 U/L. SHIFER 1.5~3 MNA BRTEHELE
HREAS2H BREEMNTHEERBYHBR, RS RE
HORE,1HHE=TEE 4 MATERETHEAREY
R R, RPEABBHMABMLC KBBEE, B> F
50ml, HBE/ERET 0.5 8 BIBETHRAEMARSBL)E1~
3SNAERAZAY. 2BPTFUGEAZE A, RLER,
RS 2 B EREABRERY, FTEA S REREEY.
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