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Differential Expression and Influence of Caoguo Zhimu Decoction on Kindling Epilepsy Related Genes HE
Juan, GAN Xian-bing, LIANG Yi, et al Beijing University of Chinese Medicine , Beijing (100029 )

Abstract Objective To screen the relative genes associated with the genesis of kindling epilepsy and the
effect of Caoguo Zhimu Decoction (CZD) on these genes. Methods mRNA differential display reverse tran-
scription PCR was used to screen differential gene bind, and Northern blotting hybridization was applied to ex-
clude the false positive reaction. Results There were as more as 110 differential expression bindings in the nor-
mal group, model group and the treated group, among them 11 binds with differential expression only appeared
in the model group but not in the normal group and disappeared in the treated group. It indicated that the 11
genes are correlated with the genesis and treatment of kindling epilepsy. By searching in the Gene-bank of
NCBI, 7 bindings of the 11 were homologous genes and 4 gene fragments are novel genes with unknown func-
tion, which have been registered at the Gene-bank, with the registered numbers of CK325391, CK325392,
CK325393, CK325394, respectively, and false positive possibility of 3 novel genes was excluded.
Conclusion CZD has effect in treating kindling epilepsy may be through influencing the expression of partial
gene fragments in the hippocampus.
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8 W#F/RM(RT-PCR) ®EBHEID
T7TI2AP1 # ,4# ,84 , LS RNA MR #1780 5% %
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37C K% 30~60 min, & . VHEERMRMFZHS
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M —ZME LR E-ERARHARIELHSS
WO I R0, A LR 45 AR ST, Bk B A B IRNA R
A5 0 22 9 B VAR 5, T L JEL 3% 3k A B A T LA X
WIBITAEEMIER,

FMR2 B 5tk X SR A MEMARBMER, itk X
BARMR—FUENEREN N EN X EHRER,
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HRWAE R B Z B E RN P S FE FMR2 Jr By i
B, MARMNER T S5EEMTIRARRKLEER,
Bl FMR2 %35/ ES 5 W0OR B R B B, T H R A
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R, AR EIA 4 FHFERLWFFE I LZ
Northern I B 4 X B IESL, R A HF FH— %
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