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BE BN HECEHARSHBEHEBHAE(HBVDNA) XA B M5B ZHUAF X (CHB) F E#it8y
MmER, Bk KRFHFAFRESFITTHCHB E X AT EHELAR L B ZSHF 2 HBV DNA A B,
RELERESY HALHrEFHRAOERE, £8 (1)HBV DNA A B Y 5 A4 LB & 31 4
(17.51% ) ,C % 131 4/ (74.01% ) ,B/C & 11 #/(6.21% ),D % 1 #1(0.56% ), k@l th 3 4 (1.69% );C %
BERARHTHELARE(P<0.01), Q)P EEHSHFHE FAMER 98 4(55.37% ), FFEAEL 6
$1(3.39% ) MR ER 2 41(1.13%),BHA P MAY 12 4] (6.78% ) ,# wfats B 59 4] (33.33% ), ##FH
FHMH 3246 CHB B4+ , A ams s 16 #(50.00% ), 5 A IEHMILE ERLEHFEL, AhEEYE
# HBeAg MM & % 62.71% (37/59) A2 & T ARER (P =0.00) , RFAH A ARMGELFEXERETR
T ABERBEANERTHR I A&, B)ReMEBYH CHB RA& L 4 42.37% (25/59) , 5 AT AR M B b4k,
ERAG%ITFEL(P<0.05), it FTHARRCAWAAF AR CHENZEH TAAY At CHB
EEIFAEFGHE;HBYV A EME CHB v EEA AR R AT RN 2R h a4 B A CHB RA L H LK E,

X@iH BHAAL;HBV DNA A B A ;b E#iE

Relationship between HBV DNA Genotype and Chinese Medicine Syndrome Pattern in Patients with
Chronic Hepatitis B LI Jun, JANG Hui-yin, WANG Li-fu, et al Department of Integrative Medicine on Hepatopathy,
302 Hospital of PLA, Beijing ( 100039)

ABSTRACT Objective To study the relationship between genotype of HBV DNA and Chinese medicine
(CM) syndrome pattern in patients with chronic hepatitis B (CHB). Methods With an open parallel-controlled
method adopted, CM syndrome types of 117 CHB patients were differentiated and their genotypes of HBV DNA in
peripheral blood were determined to observe the relationship with syndrome pattern and diagnostic degree of hep-
atitis. Results (1) The HBV DNA genotype distribution in CHB patients was: type B in 17.51% (31 cases) of
the 117 patients, type C in 131(74.01% ), type B/Cin 11 (6.21% ) and type D in 1 (0. 56% ) , while the geno-
type in 3 cases was unable be determined. The proportion of patients with HBV DNA of type C was obviously
higher than that with other types ( P <0.01). (2) Distribution of CM syndrome pattern was: 98 patients
(55.37% ) were differentiated as Gan-stagnation Pi-deficiency pattern ( | ), 6 (3.39% ) as Gan-Shen yin-defi-
ciency pattern (1), 2 (1. 13%) as Pi-Shen yang-deficiency pattern (Il ), 12 (6. 78% ) as damp-heat blocking
pattern (V) and 59 (33.33% ) as blood-stasis obstruction pattern ( V). Sixteen out of the 32 severe CHB pa-
tients were differentiated as pattern V , accounting for 50. 00% , but showed no statistical difference in comparing
with that in patients of other patterns. However, the HBeAg negative rates in patients of pattern V was 62. 71%
(37/59) ,significantly higher than that in patients of other patterns ( P=0. 00) , suggesting that the inflammatory
injury of liver was rather severer, and the virus were eliminated partially in the inflammatory reaction. (3)
42.37% (25/59) in patients of pattern V had family history of CHB, the percentage was significantly higher than
that in patients of pattern T (P <0.05). Conclusions HCV DNA of type C is predominant in CHB patients in
China. Liver injury in CHB patients of CM syndrome pattern V is severer than that in patients of other patterns.
HBV genotype shows no obvious correlativity with CM syndrome pattern of patients, but the cases with family
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CHB infection history of pattern V take a higher proportion.
KEYWORDS chronic hepatitis B; HBV DNA genotype; Chinese medicine syndrome differentiation

BHEZRIFR(CHB) RRHEL AU/ R %
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1 WRME  HRE 2000 4E (% B AT R B I
K gt Z BT R SR HAT IS,

2 HEHTE REFRHIEHAESHABRNRS
VERLHT W REEN R PERIEREY hE
A F7 BHIIE o

3 SRR A LARSRAEN CHB B 177 i,
#2003 £3 82007 &3 S ARMER R IBEE. B
138 16 (77.97% ) ,4E4% 16 ~66 %, F-§(35.61 +10.04)
%4039 1(22.03% ), 445 18 ~60 %, F-1(38.82
11.76) % ;55 #2 0. 1 ~40.0 4F, F- 15 (8.90 +7.26) 4E ; §%
43 - 46 B 100 {5} (56.50% ), FEE 45 {51 (25.42% ),
EHE 32 41(18.08% ) o RIUTFHOFAT % BREk,

4 LIRERAE  FTA IR BRI A 1L
R % 0 LI 7 T AR E M (ALT) (RITA E R
B R (AST) S FAZT Z (TBIL) \FI & 1 (ALB) (/8
HAE(A/G) , %M ELISA 8 K 3 Z BB Hitk 5 0148
¥R, 362 B PCR ILR I Z P 7% % DNA & & (HBV-
DNA), R I PCR % 64 T {5 b 4R 61 40 £ R & PCR
MR B B8 2 & -ELISA $ R 47 HBV. YMDD 75 5 #k
K& HBV RA R, FFAT R M0 B 2 7R B A 56 o
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BT X KRR,
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1177 b B GE R £ 55 1 R IR Y B 9 43 i (R
1) 177 455 B 4B R A2 SE 98 41 (55.37% ) , FF & Wi g
WE6 B1(3.39% ), B8 ¥ B R IE 2 B (1.13% ), fg #4 H
PHIE 12 #) (6.78% ) , %% Il FH % i 59 1 (33.33% ),
P EE B TE AR A1 CHB i 4 A, 44 BE th A A M
Bg o B A B r4 FREW B B &R INE T
B A K DB BH R LA R R ai BRL 2% M0 Ak T O il B9
R B4E L 0 i TR A BB X R, R R A 4 it

8L,

21 17T HNERIERERERARARBENSE  (H(%)]
iF R 151 8 B g & 1
BRI 98 58(59.18) 27(27.55) 13(13.27)
T FH 6 2(33.33) 3(50.00) 1(16.67)

PR B 2 [ 2(100.00) 0
gl 12 8(66.67) 2(16.67) 2(16.67)
7% 1 BH 4% 59 32(54.24) 11(18.64) 16(27. 12

¥ 5 FF AR B I, P =0. 075

2 177 #) CHB # % HBV DNA X B4 % 2 4i 4%
A(F2) 177 G ZBEFR P EE B R 314
(17.51%), C & 131 §i (74.01% ), B/C # 11 4
(6.21% ), D & 1 i (0.56% ), & 4 i & 3 4
(1.69%), Z2x KRR, CHEHNBABEH THIBER
M ERAELIIFEX(P<0.01), BRAR HBY
DNAZE 4 46 (8] 9% 1 CHB He #4376 5 2039 AR
PRI o, B A AR 0 N L2 B L WA 1 e e,
BEREGIT#EX(P>0.05),

%2 1770 CHB 8% HBV DNA S &1 41
e B 9 i [H(%)]

HBVDNA ;

Ennm AR B e LE
B 31 15(48.39) 10(32.26) 6(19.35)
C 131 72(54.96) 33(25.19) 26(19.85)
B/C 11 9(81.82) 2(18.18) 0
D 1 1(100.00) 0 0

4l s 3 3(100.00) 0 0

3 177 i CHB 2 & EF &5 HBV DNA A [H
HEEXWHER(K3) BRENMPEIERNHH
SR A TN M B R > AT'B B s B > AFARAY e B >
ViR A e BHL AR > 5% 1 PEL 4% 784 5 C % [N B0 o B OIE B 4 43 A
BRI MBS > AR MR R > B B
WHAHA>BEFAER, BAFEZEKK, ER
BEL T EXL(P>0.05) ;B kB BEXHBE
PAUBUER T ,C RRBF Bk A LR Mm% A £
BEFFE .

$£3 1774 CHB B P EPFiE 5 HBY DNA R A

MER [HI(%)]
HBV DNA £H %

(2 ¢

B A CH B/C # DE S L]
FEARAS . 98 19(19.39)69(70.41) 9(9.18) 0 1(1.02)
FEME 6 2(33.33) 4(66.67) 0 0 0
MOEBHE 2 1(50.00) 1(50.00) 0 0 0
BHHE 12 2(16.67) 8(66.67) 1(8.33) 1(8.33) 0
BB 59 7(11.86)49(83.05) 1(1.69) O 2(3.39)
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4 HBV DNA # {4 %5 HBeAg.HBeAb % CHB
RERENHWNELZE EHB/C.DBKEBERBE D, &
AHRMNEET B.CRAUBEREA(FR), B A&
HBeAg B4 17 45 (54. 84% ) , 144 14 41 (45. 16% ) ;C
% HBeAg PH #£ 75 1 (57.25%), B #£ 56 #i
(42.75% ) ; B & HBeAg PHHERILEK, EH LFEIHHE
X (P=0.807) ;B B HBeAb PH{E 11 #1(35.48% ),
% 20 fi] (64.52% ); C % HBeAb M #£ 27 i
(20.61% ), [t 104 41 (79.39% ) ; W% HBeAb Pt
FUB EREFITEREX(P=0.079), B AHF KK
S 22.58% (7/31),C A KK EE G 33.59%
(44/131) BAAILEE , ZER ALK THFT (P >0.05),

5 YEJFM S HBeAg HBeAb & CHB K% B &
HHXR

51 PEIERMSE HBeAg X A& T #5145 1
HBeAg PHHE: 58 41l (59. 18% ) , ] 44 40 £ (40.82% ) ;
JFF ' B HE A HBeAg [HYE 6 $1(100% ) , B O ;8 5
WH e % HBeAg BIPE 2 #1(100% ) , BAYE O 6] ; i b BH
% HBeAg PAME 11 #1(91.67% ), BHTE 1 #1(8.33% ) ;
FE i L% I HBeAg FA 1 22 41 (37.29% ) , B3t 37
(61.71% ), FMPAL R B H HBeAg FItERIK T HAt
(P =0.00),

5.2 HEUER S HBeAb MK R MR A B R
HBeAb PR 22 41 (22.45% ), F ¥ 76 5 (77.55% ) ;
¥ B 2 %) HBeAb FAYE O 4], B E 6 5 (100% ) ; B85
FH i % HBeADb A O 1, 144 2 $i (100% ) ;18 #4 PR
% HBeAb P44 | 1 (8.33% ), B 11 1(91.67% ) ;
X 1ML FFL4% % HBeADb PHE 20 1 (33.90% ), B 1 39 #i
(66.10% ), %&ilF HBeAb HIE H L3, Z R LS
H¥EX(P>0.05),

53 JEFEMS CHB RESWXE AFEM
HE A R AT o 24.49% (24/98) ;T W 9] R BUAT K
ML 33.33% (2/6) s I FHEE BT KK L & 5
50.00% (1/2) ;i@ HBIE KL # & 16.67% (2/
12) 95l BLAG HUH RIS & i 42.37% (25/59), 5
JHE0 1% 1l BY b, 950 BEL 465 B CHB 3RB% 52 3 b 4] 4%
B ERAKITERNL(P=0.019),

6 HBV YMDD R %4 5 HBV DNA LR |
PEIEMMHXE BAMELE YMDD BRAEES H
(16.13% ) ,C B &4 YMDD 255 22 {6 (16.79% ) ,
R, ERFELITEE (P >0.05),

JEAR AR R B R 4 YMDD &5 17 1 (17.35% ) ; JiF
AR AL R £ YMDD 45 5 2 $1(33.33% ) ; i85 BB
BZAE YMDD R O ;@ H R &4 YMDD 4 57

16 (8.33% ) ; B L B % B R £ YMDD % 5% 8 #i
(13.56% ), #%iE® YMDD & RARLE, XY
EGIFRE Lo

12 S

B R R AR R (R PR 4 B 9 2 ) L e
% SR A3 AR AR AN K B, TR OK A8 3R 4 B A B AR
CRBIHBY B4 A—HS8 Fi, £EBMCHE
FESMETMREA X, AR 5L, % B A
5 CRIH, Z T # 4 & (AsC) .CHB T i {k (LC)
AT MK (HCC) ML Z R AT EF B EH (P <
0.001), C %5 B B I, C & JR ¥ CHB F1 HCC fif
HESLEERT BB, YN 59.6% 43.2% ,
KA ME D, Bk R PR CHB BEF . BWrE S
FEIR 4 %) 0 S0 M G o Bl DL TR AT HE ) B PR 02 AU R F
B9 1L 1) TS B W0 K, b T 30 B VO 8 A P AR
e BW,

RN R H @18 E R yLH 58 R
F RFAE SRR E RN RS, TREA P
WTHEEMNMAO, BEXRKETWRRY adr EAI(C K
RAL) & adw T (EE K B 5B B 5 b BUAT
A Kao YV A GEMT —BARANRAE, & RER
C 3N R 2 5 B IS ] Y s TE MR R e it AR ™ B
B SHE I S04 W BR i B3 R B0 00 42 1od 6 e Y SR T R
HARBHFEENRER, sHRGRER:5 CERNR
W4 ,B AR EE HBeAg AL R X E X 5, 8
HBeAb BATE 2452 & 00 5 B BT 22 17 1) 6004 IR DL 46
MA XK.

WIESHT ISR EIAIY CHB W EE ik, PEIE
W) 5 FAG G0 b DS 2 T3, i R AR L L) L) WY i B
SR, FEAT IO BT, B IE MG VA IR 38 . HBV E 1N
NRERESTERIEGAE—ERRT TEERKIET LM
FHAREHRBEEE —CHHRFE L BRYEATH
HBV £ [R B i X R 187 25 91 I i & &5 FR
¥ YA 4R, M AR HBY ZERALE
o JE A 2 1) FLAT B R e, PR O i R 3 T OR [
HBV DNA MBI A8 AT B &, T AR B A s
KEAETPEEER , AL TFLEES,

AR5 KM, CHB B F d B LR 512 0 73 B, B
HEREREEX, XSRMNCENHRLERM
B, A6 R BLBEIES B 5 HBeAg X H X, R L
Fi#% % HBeAg LRI RBAME, B &5 MUFIE B H %%
B0 T, BF 4R U5 405 B A5 3, 26 & RE R IR BV R 1
WEELEH T IER T &, %RIE RN A & L5 M E %
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