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ABSTRACT Objective To explore different microRNA expression profiles between chronic hepa-
titis B (CHB) patients of Pi-Wei dampness-heat syndrome (PWDHS) and Gan depression Pi deficiency
syndrome (GDPDS). Methods By applying gene chip technology, blood samples from CHB patients of
PWDHS (3 cases), GDPDS (3 cases ), and healthy volunteers (3 cases) were withdrawn and microRNA
detected. The microRNA was screened and functional analyses performed by using SAS system. Results
Totally 77 microRNAs with differential expression were screened from CHB patients of PWDHS and
healthy volunteers, including 60 up-regulated microRNAs and 17 down-regulated microRNAs. Functions
of target genes were mainly associated with transcription factors, gas exchange, adverse stimulating,
regulation of enzyme activities, developing of the immune system, and the process of actin filaments. To-
tally 41 microRNAs with differential expression were screened from CHB patients of GDPDS and healthy
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volunteers, including 32 up-regulated microRNAs and 9 down-regulated microRNAs. Functions of target
genes were mainly associated with binding to nucleotide or chromatin, inhibition and activation of tran-
scription, biosynthesis, regulation of metabolic process, regulation of enzyme activities, developing of
the immune system, the process of actin filaments, and IL-12. Totally 6 microRNAs with differential ex-
pression were screened from CHB patients of PWDHS and CHB patients of GDPDS, including 1 up-regu-
lated microRNA and 5 down-regulated microRNAs. Functions of target genes were mainly associated with
transmembrane transport, regulation of transcription factors, metabolism of hormones, developing of the
immune system, the process of actin filaments, regulation of metabolic process, response to exterior
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stimulation, and so on. Conclusion

There existed differentially expressed microRNAs (spectrum) be-

tween CHB patients of PWDHS and CHB patients of GDPDS.

KEYWORDS

chronic hepatitis B; Pi-Wei dampness-heat syndrome; Gan depression Pi deficiency

syndrome; microRNA; differential expression; target gene

HP I i 2 — o 0T S T SRR AR A 1) T 4, R e
T g AR P AL — B B s DR A8 A B 9 L 45
R HURA RIS W7 A EIHS B E RS
IKF-IEZEG ShAS AR, T 3k PR 38 38 335 119 A8 16 52 e 11 4
Ji B ZH SR S SR AR SRR AT BB S I R Bt B
FEARFARIE A & — & N TEEKE R . microRNA 5%
IR EA AN S A U SR R S R R X
5 B RSB SRR, B RE R
7 RS I 5 R X 2 ZE LR s R AR I B R R, AR
06 microRNA JEFEHLGI 51 A B8 1 2 B9 5 1
R(EYECH) P EIEET , N microRNA 45 £ B2 i
TR M IR B IR HAIE AR IES microRNA 3£
IRZ R AH S R RIS M 2 1 BRI ARG
WEZ B microRNA 2557 363K 5% , il PR HFUE 20 AL 11
AL B HEAR 3, IF PR 32008 DL o s o ) AR
ENi

BRETE

1 LWitsiE SRR E RS IR S AT
HRPR 25 RG4S IR A 1l 1 18 1k & BRI R Bl I
EH) (2010 4R ' A ZBIIT 460 s 5% HBsAg B
s >6 4, B HBsAg H1 () HBV-DNA 1/}
RFAMERE 1 Z NS ALT fRigial )k B 7 -

2 WEFHESRGRE SO [4 ], HEER
PAE: 45 (1) Bk el s (2) HE G WOE: (1) 3%
L DRI, AR5 (2) B B R, AR EF I BUR 5 (3) K
EFE LR . PRIEZOR . B FIE(1) (2) &, BE A
HIE s B 0 (2) BOURAE 3 3 P AR A 2 151, B @ A
TE 5 B 30 (1) RUE (1) ((2) %, BB A TE, AFAR
JELEEIE : JERE : (1) A B R s (2) WA Ak 3 0 . ORE
(1) IR (2) B2 015 (3) HIRA IR, BHIE

BORCHAFRE() (2) F, EAIE; B&F5E()
FURAE(2) (3) I, B & A ; Hoas £ (2) Kk
iE (1) 4, BB AIIE

3 ASRE (1) FFE 1R IE SRS Wibs ik I
T BEHEUE > B BRUE; (2) AR08 18 ~60 %75 (3) 25 & H
15 A A 5 (4) MM PERLF 3

4 HEBRARUE (1) A I H A 2 B AR e 15 A
(BOHIV IR (2) B H I B IR & (3)
Wi A R 2 (3 Sobk W 2k 18 vk R I R )
5 (4) BIF W M ECh R R E A B e T
A A — I RS R 5 (5)6 4 H INA k2 i
SEAR T 24 i s S TR s (B H KA > 20 g 2k
o H >30 g MF ) 5 (6) B I L i BN
WA LR T B s (7)) A 4, AL W 0 4
(8) Kt 8 & (9) A1 HA h R IIIE

5 —kBEE 6 Bl E YA 2012 4£9—12 H
DU AE AR LT o B s e 4 s e rb A AL R I 3 431, 55
PE2 1, Lotk 1 ], P34 4E I8 (31.33 £6.51) %, 18
JRFE (7.3 £3.5) 4F ; J B IRHGIE 3 ], ¥k B 1k, 3
i (29.67 £11.24) % P (6.5 £2.3) 4F;
IERA3 & kA EREES, B2 &4, Ltk 4,
PIAEIS (37.33 £11.15) %,

6 ik RS RS IR AR AR 0 I K I VAT
AR LU, A SRS ARG BR A R AR
AB5E Agilent miRNA S8 H B0 [ Agilent hu-
man miRNA (8 *60K) V18. 0 Design ID:38169 ],

6.1 RNA i f4ifk XA mirvana™ PA-
RIS™ (& A T2 1 i) miRNA ) I FLAR & A= 7= T
PEUE AR AEERAE AR SET T AR A 1Y total RNA J 42, Hl
2 ir% total RNA £t Agilent Bioanalyzer 2100 Hi ik
Figivasg =Ry



-1326-

rp [ Y P A Zak 2014 4E 11 45 34 #5511 33 CJITWM, November 2014, Vol. 34, No. 11

6.2 HEah RNA tRic SC50AE h RNA R H
Agilent miRNA i A i & 193457 &, miRNA Com-
plete Labeling and Hyb Kit, % FEFrfEdR A/ L AR
ICTRRHEE AL R mIRNA 2 T BT 6hRIT .

6.3 A ZAE B Agilent miRNA S HECE
SR A A b o 45 VF Uit A 300 &2, miRNA Com-
plete Labeling and Hyb Kit (22583845 , #EATAE L 1)
ZeAT LN TEVR B 2% &2 4, Hybridization Oven,
55 °C,20 r/min J&sIZ438 20 h, 258 5% WU fE e T
staining dishes 113t i, Uk B it T B9l 551 4 Gene
Expression Wash Buffer Kit,

6.4 HEH R gEH R A Agilent Microar-
ray Scanner #7175 ¥14#, ] Feature Extraction soft-
ware 10.7 32 BCECHE, Bk /4 1% & Scan resolution =
5 pm, PMT 100% ,5% #xJ& % F Gene Spring Soft-
ware 11. 0 #H7IH—fLALRE, BT FHASETE A Quantile.

6.5 22533k microRNA Wit  4ija 25 3%
LAY microRNA iR SAS ARG Tk [ 1552 i
Ve P <0.05, H. FC &R Flag {t/Call {8} % /b —
HNAHLIL A(Absent: KR TG E ) 1.

6.6 microRNA #UELR il & GO & 443 #r
AHE B L ] 70 76 /www . targetscan. org/ Mz www.
mirdb.org/miRDB /index.htm| $d 4 d 47 ; 2R 5 8r
536 HY SR RS R S5 A SAS & 4t (http : //lwww.ebio-
service.com ), 47 “ Annotation” 43 #r, 3t i1 “ Go
Term to Gene” 315 fE & 5L 19 0 FE R fF , GO
BRI R E ) P <0.05 AA E X

# =X

1 RNA ittt %7 2100 RIN <6.0 P HiAE
i O FEf# 52100 RIN=6.0 Jf: H 28SM8S=0.7,kE S
G AT DAHET N — 2S5

2 2253k microRNA F i e S 0 5L P ) F3i )
P

2.1 BB PR IE H A0k 98 4R
#2315 microRNA , H:ih 64 45 H,34 25 F i, PIgLEE
LSRG E LA microRNA 224 77 4 (P <
0.05) ,HH160 45 i ,17 £ R, FERTIL 77 4% mi-
croRNA A THEHE R F50 , 23 f 3 104 4% b i
1755 %%, N1 349 %,

2.2 JFABRG R R R IE B AR 72 AR
5 microRNA , Hif1 45 45 1,27 & T, M4l
L, %S H S 2 U microRNA 3t 41 & (P <
0.05),HH1 32 4 1,9 & T, FExtit 41 % mi-

croRNA FEAT#LEL I F , L35 & 1 385 455 Hirr 1o
900 %%, T# 485 4.

2.3 JGE VR AR AR AL IE 2 0 vk 6 4%
R RIEHEZRH G2 L microRNA (P <
0.05),H Fi 1 45, P 5 %o FHxtH T SL A
O, M9 e 1125 %, Horp B8 274 %, T A 851
R

F A ARG UEAL ARG B IE IR 2 25 573838 19 microRNA
microRNA #f& P 1A fRES  WRFT)

hsa-miR-1273g-3p 0.007 856 2.191526670 CTCAGGCTGGAGTGC
hsa-miR-197-56p 0.004 500 0.663865854 CCTCCCACTGCCC

hsa-miR-320d 0.027 468 0.781778189 TCCTCTCAACCCAGC
hsa-miR-4534 0.010 144 0.554370073 AGACCCCTCCTCCAT
hsa-miR-5703 0.032 981 0.665610063 ACCTTCCCGACTTCTC

hsa-miR-642b-3p  0.046 393 0.562073398 GGGTCCCTCTCCAA

3 UL HTah

3.1 2k NG N AR A RN I R A ) ) 22
3¢k microRNA AH ICHIIE PR (1) T g 32 22 5 4 s I
T RS EW IR BAE R AT Z [ AR ELAE L
BRI 2 A0 A FLAAR ) RO N | 22 A e A AL B 2
FECIE W] Am)) B AL iz 2, B R 08 Y (% H2 i 5
RO 2 R i PR il A% 1T R — B TR I ) e sE REL )
K W& A 2R A

3.2 18k AR MG R IR AN IR 2H 22 18] Y 22 S5
microRNA FH W #5L A f Bh g 2 5 R gL
JEHZE A e S 5 R0OE EI G T R L A i
W& A R A R4 2 40 A LR (%) 0L 3R B
R TG PE IR Y (S R IR B R R ) WL3h 22
FEIHEFR Y R Rk SR iR IL-12 S5 %,

3.3 18R M BRUE AT B IE 2 [R] 22
SR microRNA AR $E 5L 5 ) D e 2295 K L)
I B RE : B ia (B8 S i is 5 ) |
B SRR (G sl ek ) AL R (L7~
A HEBR S R E F) OARDUE R E R R
SR E WEhE D LR PR G (KRR
FUR B e 0 55 ) AR AR A TR Y A 5 4
YA VURR RS AR B s B 0 S
JN 5

Wit

SR SR 73 Y 22 p 2 G DY LU EUN
IRAEA TR EOR N R (U R RE S5 B2 BUR I R
AR RZRA R L AF AL S R AE) AN, 8
o BRI (4 5 2 B BRSP4 O N 238



rhE P R4S A 4k 2014 4E 11 45 34 #5511 3 CJITWM, November 2014, Vol. 34, No. 11

-1327-

MR RGAE)  IFES R E MY N5, 5 RN R
FIR VRS AR AL Sl R o A i R L RAE
TEFE TG EY B AR Ak, (58 AR Py i A AR A s i
KA — RIS, AR50 T 9 45 R 3L 2= A2 AL RN
Il PRFZI0 G ARAG TN 2% O MRR A, 280 A 6] i E
RIS AR & 2R i FE P microRNA AT REFy i T
FMLFEZR A W AR ATk 6 K18t a
JHF LB VR BRGIE R AR R IE =22 8] 22 55 22 35 ) microR-
NA , A T30 2 0 BR B0 G AH N A #E L A R R 1
PR, ST SZ LA () A FH AR A0 1 2 B0 AN [
e AR AR 5 [RS8 2 A AT o 305 B, ST e
HYR T 20 RN T i R SRR SRR, 2 —
A KHEFEW, SECE 2 WA Bk, A IFSR
KIS E AR S T AR Z RIAEAE— B R R, A
Tl e 2 R H T R A I I N SR S B K
REE Z B s Rl E A E R 27 (P <
0.05) . R K BUAG PR AT 48 JT A I R 201 1 375
WER HRFE R & TGS R
RURF98 EAIE SEE 510 e T b, N &
FHXFEHr (Tes (ALD  FZ JiTlE . INS .GR . B W & . T3,
T4 TSH) ¥ B B 5% (P <0.05) ',

H A 2 AR A 5 87 AS R IE BY (A 1 i
UE 8 BB HGE FAARAESE ) 118 2 IF 2 (8 Y 45
FAEALTR PR BB 2R NN AR A A 5
RGO B RERREE " oML B
& AR BN 18 M R [FUE B 5 fid N 2 [ A7 AE
255 microRNA [ R4 AL 5 14 N 1 22 F i 1) 3
PR BT T U OC R X e ) B A2 A
L) microRNA K iy X o7 i 8 35 PR ] 42, 3 AT g S g
B WP PAGTIE BB B R UE A7 7E 1) A P 22 il {H L2 4n
r] s o BRI e AR O BIL A 75 E— 25T

HWE5E & B microRNA 7E AR 8 R 5810 Kk e
HRMEMYERWMAEO, S5 T RENRA TR
e S5 22 T A F B A, T miR-155 5 T.B 41l i 1Y
AL L K B4 T AR 2% B B e b0 A e
miR-17 ~922 5 B 4l & & miR-150 ffi [n] {4 B
A K T FARIER Y, miR-181a 2 5 T4l AH,
miR-146a 17 il 4% 4 E S B2 o A WF 5T B & BRI
microRNA K HAH N At #8356 R % 20 it S0 5 g 1IL-12
BIRPERER L IL-12 7T RUE B HBY Jk 5%, £ 1K N
L1255 B g, WS BEAR A 1 2 S 20 f i > A
RN IL-12 51840 O ARG R B B A e — 2
R I22 2 S e A T8 2 T IR S LA A
BB RS FH O, T N TR AR L] T BE 5 A B 5

KI5 microRNA FH %,

AR WIEAFHE T PIRMIER Z (5] 92 5 microR-
NA, S Al BRI TERR S YD (BRI A RN, T
— TR AR KA &, WA B T 0 2% 1 1) microR-
NA [ AT 5Pk K ] 5 52 M [m) B g 0 Stk A7 AR 4 2
Bk

s % x #t

[1] CHO WC. OncomiRs: the discovery and progress
of microRNAs in cancers[J]. Mol Cancer, 2007,
5(6): 60.

[2] Manikandan J, Aarthi JJ, Kumar SD, et al. On-
comiRs: the potential role of non-coding microR-
NAs in understanding cancer[ J ]. Bioinformation,
2008, 2(8): 330 -334.

[3] B4R, AR08 0% 2 BYH & B 6 45 FE (2010 4FRR)
[J]. ARG 2L &, 2011, 27(1): 113 - 128.

[4] JRFMEMRPERHESE (1T) [J]. P B A&,
1992, 33(5): 39 -40.

[6] HEEIRPEIEARR WA= ANJ]. P E PR
b EE~#Aek, 2001, 7(6): 10 -14.

(6] @R, IAUE, BUCH, 4. W 7T K IETE B3RS |k
MRS R R WP HRII]. P ERE,
1984, 24(10): 48 -49.

(7] FEEEBRIEA. AR B s B W, B s Z )
HMEELI] HEPTEESAME 2E,1994, 2(3):
25 -26.

[8] A%, WERE BRI AG M & th E 41 5 X U ks 5
KRR ). IR, 2006, 25(1) : 23 -26.

[9] TFEB 1260 H12 1k QB4 H W o BEE AL 5 550 & 4
FROJAHOCHERFZE (D). HUAR . i R 25 K%, 2011.

[10] AR REBRR, X PS, 5. 18 % 48 R (ALT1 ~
2 x ULN) BT AR A R (AT 2011 4EKIL
=AU R T M E R 22 AR s B WL AR h R 225 2%
A s ARESCEIC]. LA ES =S
2011:2.

(117 MK A fEhn, 7K 2 58, S20 4 I BRI ML I UE T
PAE EZ AT REFE AR ORT LT oE [ J ). WIRE P s 2RaK,
2006, 22(6): 79 -80.

[12] Ek, EEE, B AR, % 207 861 XF A ALtk 41 i
a-FIE NS EAMRNA Fk R ABERALI]. P&
24§, 2004, 35(10) : 1147 -1150.

[13] EHEDT, iREA. S BIT R E T 23 5 SO o -
TN EAMRERBEX[A] PEPEELSS
Nk EEHARAAR SRR R ES SN
R ik 2 2 P S C L. P EPEESS
Tl ZE 51452007 2.

[14] BRCE, S5 FEIIEHE O ST RIFASR T
FIR[J]. EEBEEREA, 1999, 24(1):9 -10.

[15] HAST, 4T, 121 HBV #eas A [a] v [ E R 5 JF g B
HSEHERFFE[J 1. pu)ilHEE, 2012, 30(10) : 58 -59.



-1328-

[16]

[17]

[18]

[19]

[20]

rp [ Y P A Zak 2014 4E 11 45 34 #5511 33 CJITWM, November 2014, Vol. 34, No. 11

EFEE, XN, BRI AR SRR AT £ 44 b BRIk
TS RFHEUR BN R I R IR [ ] Bilgrp

PSRRI TR LD ] v [l i 2 3607 2 A
2010, 17(6): 678 -682.

7=, 2001, 21(12): 10 -12. [21] Oswald IP, Caspar P, Wynn TA, et al. Failure of P
Thai TH, Calado DP, Casola S, et al. Regulation strain mice to respond to vaccination against
of the germinal center response by microRNA- schistosomiasis correlates with impaired produc-
155[J]. Science, 2007, 316(5824): 604 -608. tion of IL-12 and up-regulation of Th2 cytokines
Rodriguez A, Vigorito E, Clare S, et al. Requirement that inhibit macrophage activation[J]. Eur J Im-
of bic/microRNA-55 for normal immune function[J J. munol, 1998, 28(6): 1762 -1772.

Science, 2007, 316(5824) : 608 -611. [22]  EARW, BIESC, WM, % 181 QR R P ERIER S 4
Vigorito E, Perks KL, Abreu-Goodger C, et al. Mi- PEONRER R A AF5E [ J]. )i EE 2y, 2009, 32
croRNA-155 regulates the generation of immuno- (4):8-11.

globulin class-switched plasma cells[J]. Immuni- (23] #AES TG EFfu M. Jbat: Bl R4,

ty, 2007, 27(6) : 847 -859.
AR, FhER, T 2%, % MicroRNA (1) 6 i 5 4k

2000 :249.
(YiFi:2013 -08 -23  f£[91.2014 -09 -08)

NEESATREEIERHER

BREZLGAMF R BEFHEF R, PLEZLAAH
BELZSGFLHRELERARIMELN, AHREHRXFZHIIR, BRERRXFH BT L@ ERLRR
¥ REK, AP GHELEEBHILARESLLT 2014 410 A 11 B £ 74, F488 ¥,

FRBHIHAET 1926 52 A13 B,1948 57 AL FRERFES$K,1949 510 AmA

A VEY A FRFESARIAELER, PE P

PEETG, FLEABELKEGRRALT TS ZER T, 1952 52 A AALTARER, £
BHBRAGREIEEN AHEARFHIZ AELAFH WA FT, A TAEERAF A G
REFHRFT, G, SRR GHERRFTPHRELLSFA R FLRLR I, PLES
SHL AR FRFEIELEN; PETRFAS THRELSNRFALEAILE, TEARKG S AL
ARE TEHPHELSFLFSHEF, 1980 F B EELH - EE2M X FFEHIR, LEIFF
FFA ERFRFARRNITRTEAAN, AR FREE,1996 S5 T X RFAPITER

EFEBEBHBANEGD 25, TR FPHELSHT A0 255, EBEF LR EBFFRIERT P E 25 L
B AT AR A GG A UL S, KA H T b 2 By ) A 861 A AT, A G TR I RE T #ik iR,
1998 FHRERXHBR AT 5L TAR LR THARRT 5%, T2RBHREFRLTAFPBHEL S
FIEET SIEBNREAR AR AR KL GBI RRANRERT , AR B FEHRKT, &R
R JEHRAF 1998 Fabm WA S F =45 % ,1999 F B R P EAAH ST =5 253k 13 AAHK
RE,

FEBHKREEFZARNGA,RLT PREFAT AT S, T T KRB RARR S F R R
AT RE ., AR50 AF BREHRT ,ERMEMAA29 & A A39 & HEE2 4, AKE
BB T R F W R FAH AT, A A F v 360 24, EH(URIFERF)EEET 3,464
EERBRAKRMAE RELREAF R 19 A AT TAPRR 22 A, 2007 F4E T EZR-FHSE
27, YEANXGEALA BN THAELAROERA e —ETZ BT ELFRAEALT
2007 41 A 30 B A& FTAR KA ERITETNX,

FEBBBEARBGESTFLRBRAAE, RRREF T R AL Tk S ENIT IR E S 6
K, FATVAE AR A

(e AE B RAERS)




