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ErE' KmWEk® AWM kg A @' szt

WE BB TP BEFESE TR @it (NSCLC) 3K & & i miRNA &k g3t/ % A %,
itk 4 NSCLC 77 &L il A Fm 4 F ARt 4k, HiE SIS FliEx F B EFREEIT L7 29K 5 69k
NSCLC % & (i #Rv& 7 40) o 3 4104 NSCLC #0746 &% (M ARMBRL) A 3 G4 Bt % (M ARxT ),
SKAE fn F AR A ST R Trizol %328 % RNA & B Exiqon 2 8] microRNA PCR ARRAY % i # K 6 ik #em)
Jifs 55 28 o i 5 S PR A i £ S+ mIRNA FGA #0677 4L b i 55 I 2 20 6 7 £ 5+ miRNA ki, A TR £
SBT3 — F 135 b B EBE AL 574 NSCLC 3% 5 miRNA & ki, &R % microRNA
PCR ARRAY #il| fe 0 4B 5 AT 4L 2 JG | M Jg 4 5 s BR 40 3L Jf ik ik 42 AN £ 57 £ 2 4504 £ 69 miRNAs, 3 ¥
29 /N4 £ 4 miRNAs,13 44 T4 miRNAs; & miR-10b-5p.miR-21-5p. miR-182-5p . miR-361-
3p.miR-382-5p £ F+ A% &L (P <0.05), &7 A5 MMM skt 45 2 F £ 2 4520 L#) miR-
NAs, L ¥ 12 4~ LA 4 miRNAs, 33 4~ T 44 miRNAs; miR-137-3p. miR-182-5p, miR-376a-3p.
miR-382-5p.miR-409-3p. miR-10a-5p. miR-21-5p. miR-29a-3p. miR-141-3p. miR-150-5p. miR-
200c-3p. miR-342-3p. miR-365a-3p. miR-375, miR-502-3p 15 A~ miRNAs £ F H %t 5 &L (P <
0.05), BT MMM £ FATH >2 45, 5B £ FI12 4 <2 4509 o iF miRNA ki th 22 AN, 4 7
/% £ miRNAs, 15 A~ T miRNAs ;miR-127-3p. miR-182-5p. miR-382-5p. miR-409-3p. miR-
10a-5p. miR-21-5p. miR-141-3p.miR-342-3p 8 A~ miRNAs 2 % A%t ¥ &L (P<0.05)., &it &
4 miR-21-5p . miR-182-5p .miR-382-5p /£ M #4 £ % miRNAs & Z & 4 + 0 E B 574 77 .4 NSCLC 77
Z 5 A TR - F ALYy s A P EIEAE 5T 4 NSCLC MERALE /7 - A%
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TCM Combined Western Medicine Treatment of Advanced NSCLC: a Preliminary Study of miRNA
Expression Profiles LI Yuan-bin', LIN Li-zhu®, GUAN Jie-shan®, CHEN Chang-ming', ZUO
Qian', and LIN Bao-qi' 1 First Clinical Medical College, Guangzhou University of Chinese Medicine,
Guangzhou (510405) ; 2 Department of Oncology, First Affiliated Hospital, Guangzhou University of ChF
nese Medicine, Guangzhou (510405)

ABSTRACT Objective To preliminarily observe miRNA gene profiles in benefit serum of advanced
non-small cell lung cancer (NSCLC) treated by TCM combined Western medicine (WM), and to seek for
molecular markers for its efficacy monitoring and prediction. Methods  Recruited were 5 advanced NSCLC
patients who received TCM combined WM treatment and obtained efficacy benefit (as the treatment
group), 3 advanced NSCLC patients who received early treatment (as the lung cancer group), and 3
healthy subjects (as the control group). Serum samples were collected and total RNA was extracted using
Trizol method. Using microRNA PCR ARRAY chip technology (product of Exigon Company ), differentially
miRNA expression profiling in serum between the lung cancer group and the control group, and between
the treatment group and the lung cancer group were detected. Benefit miRNA expression profiling was ob-
tained based on cluster analysis and comparative analysis. Results After tested by miRNA PCR ARRAY
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and managed by data analysis, a total of 42 miRNAs with more than 2 folds difference were screened in the
lung cancer group and the control group, including 29 up-regulated and 12 down-regulated miRNAs. Be-
sides, miR-10b-5p, miR-21-5p, miR-182-5p, miR-361-3p, and miR-382-5p were statistically different (P <
0.05). A total of 45 miRNAs with more than 2 folds difference were screened in the treatment group and the
lung cancer group, including 12 up-regulated and 33 down-regulated miRNAs. Fifteen miRNAs were statisti-
cally different including miR-137-3p, miR-182-5p, miR-376a-3p, miR-382-5p, miR- 409-3p, miR-10a-5p,
miR-21-5p, miR-29a-3p, miR-141-3p, miR-150-5p, miR-200c-3p, miR-342-3p, miR-365a-3p, miR-375, miR-
502-3p (P <0.05). Totally 22 miRNAs were screened in the treatment group with more than 2 folds differ-
ence as compared with the lung cancer group and with less than or equivalent to 2 folds difference as com-
pared with the control group, including 7 up-regulated and 15 down-regulated miRNAs, of which, miR-127-
3p, miR-182-5p, miR-382-5p, miR-409-3p, miR-10a-5p, miR-21-5p, miR-141-3p, miR-342-3p were statisti-
cally different (P <0.05). Conclusion miRNAs including miR-21-5p, miR-182-5p, miR-382-5p are promis-
ing to become molecular markers for efficacy monitoring and prediction of advanced NSCLC treated by
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TCM combined WM, which provides reference for individualized treating advanced NSCLC.
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Jifi%s (lung cancer,LC) H T W Il PR 3K B0 it
R, ZHRE TS I E 2 P, e LR IA AL
2 oo/ N il ( non-small cell lung cancer,
NSCLC) #id 80% "' , R L ER LA IR T IT R HEL
BN IE I A m R AR R H AT T
H A TG IR 2K ZH0G R NSCLC &
BVEPEIIRIT R (H B AT R BT R A R oy A
YR e = 55 520, R B SAR 2R  ER B
A, T B T RS AT R T 5 I 4 A
BIEDT o

miRNAs J&—KK 2 19 ~ 24 PMEAF BRI N JPE
JEmAD PEE /N RNA 760634 i R e 771, B 4141
FSPE O NSCLC s TR0 RSty s
S FAR B BRAE TR & . AW L8 i microR-
NA PCR ARRAY ti i K, i i H v 75 EE K G 1R 97
B 1 NSCLC 3k %5 Ifl 76 miRNAs, 2 Ifi JR B 1]
NSCLC (P R AR YT S A 4+ 25 W22y 7 2 B
LR, I NEET miRNA [ v R BCA SR IA T R
AR LRSI

BRERHE

1 ZWibriE  LC 2 W Kl R 43 W bR i 1 2 R
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advanced non-small cell lung cancer; serum miRNA; traditional Chinese medicine

Akt (4)PS PP <2 735 (5) 4Fi% 18 ~80 %/;(6)
FARGE NS A EA T FARIBITE; (7) Bt AR =
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JEFh15 g HhipT6g MRA2 & ILWE#E15g S
Z159g M- 10g JIZE10g {309 *
£15 9 HHHE6 g;8H 1 #), 05 BEHR DR (7]
B EE R (B 0.37 g, ) MBS I —20l A BRA
F)6 B, IR, B H 3 k. PHEALYY : ZPiMgE (LK
20 mg/3, T E B 5 25 B A5 PR 71) 100 mg #ifik
TTE, 551 K05 (20 mg/3C, et il 25 A BRA )
40 mg #HIKIEN:, 451 K,30 mg #lkiETE, 2.3 K.
4 AP RE, 552 B R EEHHIE W R, LIZES
TR AR ik ke 520 g kB 159 Ik
FH10g k59 #5810 g Trui15 g 4L
30g Wh#E30g #A159g NMRT10g S
159 HH®H6 g;BEH 1 5], /0 Bk R, R
T T EFRIERURL (5 g x 14 4378 B 1E 245 MV 45 A1 U 1] il
BTN A4S, DR, A H 2 U<, 19 1H 73 0 e 48
(0.53 g x24 Fi/&, 1105 = L2l A BRA R 4 ki, 1
MR, EBEH 3 W, PHIEARYT 55550 2E (0.2 g/, 1T 958
BRI By A PR 7] )800 mg #ilkTE, 55 1 K251k
H1(10 mg/3Z, LIR RBEFE 2500 e 47 A PR 7)) 40 mg
R, 26 1 ~3 K5 DMRER AT (100 mg/32, Fi %
G252 71)400 mg ks, 551 Ko 32 A7,
555 3 - FP S RUE 0 BRI, DAGHEAG R B AR
ik HER#BGES209 FIAR15g RE15g B
159 Willt:15g PrEz59g FME10g #higT
6g MM6g {309 faEri15g K=
6 g; % H1 0, 20 L BRI IR ] At B 3 3 vk
(10 mL/3Z, KA lHil 258 A R 7] )50 mL &5 Bkii
TE, B H R, & JeldE(0.25 g x 30 ki/gr, Lot i A
IO AFRAED 4 KL, PR, B H 3 k. PUBEARYTY: 274
i 3% ( %% & 7% 20 mg/¥%, Aventis Pharma Dagen-
ham)110 mg, # ki, 55 1 K; 253540 30 mg #ifik
LB 1 K ,40 mg #RfkifE, 252 ~3 Ko 2 7
Feo 5 4 ] v BE BRI R BB R, LB B A
BN, TR (0.5 g x45 Kiléy, Z#es b2
WA R F)S ki, F R, B H 3 R PHEALYT : 5 Pl
T ({@4#% 200 mg/Z,LILLY France)1.6 g #kifiE,
55 1.8 K; 255150 mg #fkidE, 451 K,40 mg #
Pk, 55 2 ~3 K EA M PRI i 2R T 9
(15 mg/3Z, I AR Je 75 2 13 e A ol 25 4 R A D)
15 mg #ikifIE, 551 ~14 K. 2 A7, 455 .
Hh IR R IR, D L PR SR ik i
#2159 HAR15g %5259 #illH10g
W10 g #H5e15g FiAMF 15 g 1hZ&%i15 g
FEGE15 g HhigT6g KiEAE10g #1009

WA 3 4 fl#8E30 g ZLEA26g HE6 g;&H
1R, R e 2 R M. (R ES T2 R 5 ki,
Ik, B H 3 K. PHEEIRYT: & P (FFE 0.2 g/, IL
MR H R AFND. 7 g FEKEE, 1.8 K;
ZRINE140 mg BRIk, 25 1 K,50 mg FrikdEE, 5
2~3 K. 2497,

6 OULEEIH KAl gy B L KR R
5 mL#ME ML ;3 000 r/min &0 15 min, K4 M7 Fr
A Trizol ¥ $2 LA RNA iz H Exigon 723 & mi-
croRNA PCR ARRAY ith Rl i i fifidis 41 v T7 41
I35 2% 5% miRNAs .

7 Gtk R 27 ik i PCR Y
s BrEE B B A TR0 AP BIE o B, AR AR SR IR Y Ct fHL.
f# H GenEx qPCR 43 #r & 1 ( www. exiqon.com/
mirna-pcr-analysis ) X 1740114047, P <0.05
RhESAFRIEE L.

# R

1 B NSCLC & I iE miRNA FRiki% (£
1) WG 2H 5% 20 2 miRNA PCR ARRAY £l
AT AL B, JE0R e 42 N 2ERTE 2 5L L
) miRNAs , HA 5 29 A~FE il M8 -9 miR-
NAs D} 13 AR miRNAs ; H:H miR-10b-5p .
miR-21-5p . miR-182-5p. miR-361-3p. miR-382-5p
ZRAGIEE L (P <0.05),

2 W) NSCLC {697 )5 34 13l miRNA 3Kk
E(F£2) RITHSNEAZ miIRNA PCR ARRAY
RS DU RS 43 A A B A 45 S22 5 AE 2 A5 L
) miRNAs, H:H 12 4~ FJE A miRNAs, 33 I~
K miRNAs; miR-137-3p. miR-182-5p. miR-
376a-3p. miR-382-5p.miR-409-3p. miR-10a-5p .
miR-21-5p, miR-29a-3p. miR-141-3p, miR-150-
5p. miR-200c-3p. miR-342-3p. miR-365a-3p.
miR-375, miR-502-3p 15 > miRNAs % %4 4 i1
2E (P <0.05),

3 W NSCLC 3677 J5 3k 4i 1L 7 miRNA
FikiE(£3) HET 3 412 %Kik miRNAs K447
BT Bk — 25 %68 L A3 B T WL, T6 97 415 il 4 25 S5 A5 5
>2 %, H 50 IR 22 A B <2 A5 v miRNA 3t
v 22 4>, miRNAs7 A~ i, 15 A F 9 ; =
miR-127-3p. miR-182-5p, miR-382-5p , miR-409-
3p. miR-10a-5p. miR-21-5p, miR-141-3p. miR-
342-3p 8 > miRNAs 2 R H G il 2458 L (P <
0.05),
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R MRS X R H I 0k 2 AT
KT 2 & miRNA %13

R 2 IGYTLH SN LE T Fk 2 R
KTF 2 1% miRNA %13

miRNA ID FERE 5 P1E ZE5 BT miRNA ID fEfzE 5 P& 25 LT
hsa-miR-1 3.33 0.2158 3.33 hsa-miR-16-2-3p 2.71 0.098 4 2.71
hsa-miR-10a-5p 4.23 0.0559 4.23 hsa-miR-29b-2-5p 2.22 0.337 4 2.22
hsa-miR-10b-5p 3.93 0.001 2 3.93 hsa-miR-127-3p 8.58 0.002 6 8.58
hsa—miR—21—5p 2.56 0.038 8 2.56 hsa—miR—182—5p 3.22 0.001 2 3.22
hsa-miR-29¢-3p 2.14 0.154 5 2.14 hsa-miR-221-3p 4.76 0.1356 4.76
hsa-miR-30a.5p 5 35 0.3778 5 35 hsa-miR-376a-3p 2.65 0.000 1 2.65
hea-miR-34a-5p 3 34 0.303 5 3 34 hsa-miR-382-5p 17.59 0.000 0 17.59
, hsa-miR-409-3p 10.60 0.006 8 10.60
hsa-miR-99a-5p 2.21 0.4335 2.21 hsa-miR-421 2.30 0.276 4 2.30
hsa-miR-122-5p 2.48 0.572 3 2.48 hsa-miR4853p ) 88 0.103 2 5 88
hsa-miR-125b-5p 2.13 0.436 8 2.13 hsa-miR-543 4.98 0.065 4 4.98
hsa-miR-126-3p 2.27 0.089 8 2.27 hsa-miR-629-5p 2.41 0.4117 2.41
hsa-miR-132-3p 2.42 0.290 4 2.42 hsa-miR-1 0.31 0.169 4 ~3.19
hsa-miR-136-5p 6.86 0.250 3 6.86 hsa-miR-10a-5p 0.22 0.005 5 -4.52
hsa-miR-141-3p 10.43 0.093 7 10.43 hsa-miR-10b-5p 0.47 0.206 3 -2.13
hsa-miR-152 2.68 0.148 6 2.68 hsa-miR-20b-5p 0.40 0.188 2 -2.50
hsa-miR-192-5p 2.48 0.370 3 2.48 hsa-miR-21-5p 0.40 0.0050 -2.48
hsa-miR-194-5p 3.17 0.3023 3.17 hsa-miR-29a-3p 0.39 0.009 4 -2.54
hsa-miR-195-5p 3.45 0.382 4 3.45 hsa-miR-29¢-3p 0.41 0.057 3 -2.44
hsa-miR-200a-3p 2.16 0.488 5 2.16 ﬁ::ﬂ:iggizp 8-‘2‘2 8-832 2 :421.(1)?
hsa-miR-200¢-3p 8.77 0.136 1 877 hsa-miR-122-5S 0.13 0.0826  -7.70
OB OO RN e R <
hsa-miR-141-3p 0.08 0.013 8 -13.03
hsa-miR-342-3p 2.52 0.1449 2.52 hsa-miR-148a-3p 0.46 0.1053  -2.15
hsa-miR-346 2.89 0.457 0 2.89 hsa-miR-150-5p 0.24 0.0121  -4.10
hsa-miR-375 4.84 0.258 0 4.84 hsa-miR-152 0.42 0.0831  -2.37
hsa-miR-495-3p 2.41 0.267 7 2.41 hsa-miR-192-5p 0.35 0.179 2 -2.86
hsa-miR-497-5p 4.43 0.159 1 4.43 hsa-miR-193-3p 0.29 0.1133 -3.44
hsa-miR-605 2.43 0.089 8 2.43 hsa-miR-194-5p 0.25 0.080 1 -3.93
hsa-miR-885-5p 2.17 0.532 2 2.17 hsa-miR-200a-3p 0.25 0.2617 -3.99
hsa-miR-16-2-3p 0.41 0.113 5 -2.41 hsa-miR-200c¢-3p 0.24 0.0137 -4.25
hsa-miR-17-5p 0.43 0.297 3 -2.32 hsa-miR-215 0.39 0.266 1 -2.54
hsa-miR-27a-3p 0.21 0.248 9 _4.86 hsa-miR-222-3p 0.48 0.117 8 -2.07
hsa-miR-127-3p 0.16 0.052 1 —6.24 hsa-miR-223-3p 0.42 0.059 0 -2.41
hsa-miR-182-5p 0.36 0.0270  -2.78 :z:::igigg‘; 8"2‘2 8';:‘1‘ ? :i‘gg
hsa-miR-221-3p 0.23 0.289 2 ~4.31 hsa-miR-346 0.34 0.2418 2.08
hsa-miR-361-3p 0.34 0.0199  -2.97 hsa-miR-365a-3p 0.35 0.020 1 ~2.89
hsa-miR-382-5p 0.10 0.0484  -10.27 hsa-miR-375 0.07 0.0075  -13.58
hsa-miR-409-3p 0.16 0.1337  -6.40 hsa-miR-424-5p 0.39 0.1231  -2.59
hsa-miR-500a-5p 0.39 0.347 4 -2.59 hsa-miR-502-3p 0.38 0.022 9 ~2.60
hsa-miR-532-5p 0.48 0.092 6 -2.07 hsa-miR-551b-3p 0.18 0.125 1 -5.45
hsa-miR-543 0.17 0.059 3 -5.81 hsa-miR-574-3p 0.40 0.0710 -2.53
hsa-miR-629-5p 0.18 0.059 5 -5.57 hsa-miR-885-5p 0.16 0.057 1 -6.21

RN AR B0 179 4> miRNAs, K6 I 45 . 75 RT-
wo PCR Jik , LI miRNA RIS 5 FLAT B L 1

MIRNA 75 45 AR 2 — Bl 3 A 20 6 43 A
miRNA FR SR . B TIEFR LT miRNA A
A 1o R SRR E | A BRI o 7 i TE A e o

Vﬁﬁﬂflwﬁﬁ/\%wfﬁﬂﬁmﬁu?ﬁmu HAEIbRIC Y 1S
ATRE? . ABTFER AP Exiqon 23 W MLEAM 3K mi-
croRNA PCR ARRAY (i, Ibith i 2 75 T AE PG 3R I

FsEPE. HErE PRI IE miRNA ki kK 24 4
FENT 9 A B B B R 5 1 6T 9 B miRNA 3=
KPEF R

HHETZA AR miIRNA FRB7KP A A W5 7 X
FIREEOE 2 £, 415832 microRNA PCR ARRAY
O H ARSI 3K T i3 NSCLC H % R A G &
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£33  BIFYEILTE miIRNA 513

miRNA ID liEie=2r P 1A EL A WAN |
hsa-miR-16-2-3p 2.71 0.098 4 2.71
hsa-miR-127-3p 8.58 0.002 6 8.58
hsa-miR-182-5p 3.22 0.001 2 3.22
hsa-miR-221-3p 4.76 0.1356 4.76
hsa-miR-382-5p 17.59 0.0000 17.59
hsa-miR-409-3p 10.60 0.006 8 10.60
hsa-miR-543 4.98 0.065 4 4.98
hsa-miR-1 0.31 0.169 4 -3.19
hsa-miR-10a-5p 0.22 0.0055 -4.52
hsa-miR-10b-5p 0.47 0.206 3 -2.13
hsa-miR-21-5p 0.40 0.0050 -2.48
hsa-miR-29¢-3p 0.41 0.057 3 -2.44
hsa-miR-99a-5p 0.25 0.0735 -4.01
hsa-miR-125b-5p 0.30 0.088 4 -3.32
hsa-miR-141-3p 0.08 0.013 8 -13.03
hsa-miR-152 0.42 0.083 1 -2.37
hsa-miR-192-5p 0.35 0.179 2 -2.86
hsa-miR-194-5p 0.25 0.080 1 -3.93
hsa-miR-200a-3p 0.25 0.2617 -3.99
hsa-miR-335-5p 0.42 0.174 3 -2.37
hsa-miR-342-3p 0.23 0.0117 -4.30
hsa-miR-346 0.34 0.241 8 -2.98

M7E mMiRNA 4y F, 45 3 B R, 5 5 R & v
miRNA 7 FAHLL, f 42 A2 R RBHEKRT 2 51
miRNAs i s, 4% F 3 ) miR-21-5p . miR-126-
3p.miR-210, B/RA LIt X (P <0.05) A 5
A5 PR miR-10b-5p ., miR-21-5p, F ¥ 1Y
miR-182-5p ., miR-361-3p. miR-382-5p, X*I Il
miRNA FIHF5E & 3, 18 ] miRNA-21 .miRNA-126 .
miRNA-210 #1 miRNA-486-5p 20 i, 1) 35 ik 3% 12
NSCLC R Jy 86.22% , 4 F14%: 4 96.55% , 12
Wr I 1 NSCLC 1y U &£ oy 73.33%, ¢ 5+ 1k
96.55% ', AWFFEM NSCLC 1M1 i miRNA ik
R 7RUFE miR-21 .miR-126 . miR-210, fij miRNA-
486-5p MIATEHS], W] g5 NSCLC ARl A K.
Bt A B4 AE, 1 Acunzo M 258 BF5% 7 it s 2
ek miR-221 K miR-222 R IR A, A THY
WF7E R miR221 7EREH] NSCLC & i S BUAIE
Fiko SHIREATRE: (1) 5ASFEARA AU A 7] i
SIEILA SR FEA R A Y 25 5 55 (2) AL R IR
RO R HE A R D, B — W RBRTE; (3)
PRI EAE o AL 7 2L 1) miRNA A7 g /]
e 5 1 ] NSCLC 1y & JEAH CHE, #h5t T NSCLC #H
K miRNA Fik 3858 A, P REN JE T miRNA (1)1l
PRI NSCLC HIiiaH KR A,

i) NSCLC 25913A 57 LA & 5 25 7 28 bR ey

—ZRIRYT ;EGFR AR, nl BEBEIR 10 25 W (AT s A
b AT RER TS U A 254 . 2
WFFE R, vh B 23R 7 Bl AT — L3, T LR AR
PELGRIVER Al B Ay i 4% T HEVE R, IR Rk
{40 R IR B PR AR AT I BRI TR
R ZF B AIRYT T R IR R B R IE I fem
AR H AT A T U E A RV RS IR
KK R NSCLC S defrriariE .

SRR SED T R 25 36 0T bR i R R L S
mMiRNA 7EJE R 42 0 45 o 19 2.0 L A 28, miRNA
1) B 25 A R L A Sl A i) 5 S S e
RAER ISR, “BIHA R AR, KE miR-
NA BT, P RESCIRIT e W B F B2 —,
ASBIF S B 308 3 G R P S 45 AR TP W) NSCLC 3%
B 5 NSCLC #13h 88 B g B R A 2 103
miRNA 3Kk % 19 22 &, i 2 A 45 miR-127-3p.
miR-182-5p . miR-382-5p . miR- 409-3p . miR-10a-
5p.miR-21-5p . miR-141-3p . miR-342-3p 7£ 4 i1yt
PUBREC IR YT 30 NSCLC miRNA ik, 5%k
B, miR-21 7€ 2 i SL iR h Rk T+ &, miR-21 J@ it
VR R B PR, R T AH ¢ 2R 1 4 (programmed,
PDCD4) .Fas BtiA 4 J& & (B0 6177 3 (tissue in-
hibitor of metalloproteinase 3, TIMP3) DL A J& LBk
1 (tropomyosin 1, TPM1) 363k, b i B it
AN, PLIAT-2E K Bel-2 ATk, 202 08 41 i 384 5 A
MEIE TR, miR-21 By 33k 1 51 R 4>
B LA RS A N R O SRR A L
B ,NSCLC B HE G M miR-21 FRik /K V- i & 1
w5 fE NSCLC s b, i Rk i I 7 miR21 5
JifrsEg gy 199 | 28l B T R 1 4 A Ik B 4 5 % D) A
12130 Zhang L 2 RS HRGE R Rz 2 BEh A
K& cortactin &A1 CT TN mRNA 7554 miR-
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