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ABSTRACT Objective To explore the pathogenesis and differentiation of Pi-deficiency syndrome
from miRNA levels using serum microRNA (miRNA) expression profiles and bioinformatics analysis in
dyslipidemia patients with Pi-deficiency syndrome (DLMPDS) . Methods Five DLMPDS patients and 5
healthy volunteers were recruited to perform miRNA quantitative PCR array experiment. Differentially ex-
pressed miRNAs between the two groups were screened to predict target and annotate function. Results
A total of 12 miRNAs were differentially expressed between the two groups. These differential miRNAs
clearly discriminated DLMPDS from healthy volunteers. Target prediction and function annotation showed
that 178 targets controlled by 10 down-regulated miRNAs were significantly enriched in 9 Kyoto Encyclo-
pedia of Genes and Genomes (KEGG) pathways, which included five aspects of bacterial and virus inva-
sion, fatty acid metabolism, DNA transcription and repair, phagocytosis, and chronic myeloid leukemia.
Furthermore, 101 targets controlled by 2 up-regulated miRNAs were significantly enriched in 7 KEGG
pathways, which included 4 aspects of signaling pathways related with proliferation and apoptosis, spli-
ceosome, drug metabolism, and amyotrophic lateral sclerosis. Conclusion This study found some ser-
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um miRNA biomarkers of DLMPDS, as well as provided miRNA evidence for the pathogenesis of DLMP-

DS from metabolism and immune aspects.

KEYWORDS Pi-deficiency syndrome; dyslipidemia; serum microRNA ; target prediction; function
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