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Changes of Oral Microecology and Tongue Image of Yin Deficiency Patients with Nasopharyngeal
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(310022) ; 2 Nanyuan Community Health Center, Yuhang Hospital of Integrated Traditional Chinese and
Western Medicine,Hangzhou(311100)

ABSTRACT Objective To observe the changes of oral micro-ecology and tongue image in patients
with yin deficiency after radiotherapy for nasopharyngeal carcinoma. Methods Ten patients with yin defi-
ciency nasopharyngeal carcinoma were selected as the patient group ,and ten healthy volunteers were se-
lected as the healthy group .Their saliva samples were collected and tested by 16S rDNA technology. Pho-
tographs of tongue images were taken and the color values of the tip of the tongue, the edges of the
tongue,the middle of the tongue and the root of the tongue were extracted using the LxaxbXcolor model
of the International Commission on lllumination to compare the differences in tongue color between the pa-
tient and the healthy person. Results The R value of Anosim analysis was 0.446( P=0.001) ,the differ-
ence between groups was greater than the difference within the group. The dominant species of the oral
flora in both groups included Streptococcus, Neisseria, Haemophilus, Rothia, Prevotella at the level of ge-
nus. Streptococcus, Prevotella, Neisseria, Veillonella and Haemophilus were genus with significant differ-
ences after radiotherapy in patients with nasopharyngeal carcinoma. Compared with healthy group,the L-
value and b-value of the tongue tip of the patient group were significantly lower ( P<0. 01) ,and the b-value
of the tongue edges and the L-value in the middle of the tongue were also significantly decreased ( P<
0. 05). Conclusions The color of tongue and oral micro-ecology of patients with nasopharyngeal carcino-
ma changed significantly after radiotherapy. Streptococcus might be the most prominent genus of patients
compared with healthy people.

KEYWORDS nasopharyngeal carcinoma; radiotherapy; oral microecology; yin deficiency; tongue mani-
festation
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