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ABSTRACT Objective To observe the correlation between TCM syndromes types of initial pulmona-
ry tuberculosis patients and laboratory examination indicators, thus providing objective evidence for com-
bined diagnosis and treatment of disease identification and syndrome typing. Methods A perspective
study was performed. Totally 173 pulmonary tuberculosis patients initially diagnosed were recruited.The
baseline data, four diagnostic information of TCM, and laboratory examinations indicators were collected.
The correlation between TCM syndromes types and laboratory indicators were analyzed using multi-class
Logistic regression analysis. Results Among the 173 patients, there were 89 patients with Fei-yin defi-
ciency syndrome (FYDS; 51.45% ), 38 patients with yin deficiency fire excess syndrome ( YDFES;
21.97% ), 37 patients with qi-yin deficiency syndrome (QYDS; 21. 39% ), and 9 patients with yin-yang de-
ficiency syndrome (YYDS, 5. 20% ). Univariate analysis revealed statistical differences in age, Mycobacte-
rium tuberculosis nucleic acid detection (TB-DNA) , leukocytes count( WBC) , neutrophils absolute count
(NEUT#) , C-reactive protein (CRP), and total serum protein (TP) among different syndrome types ( P<
0. 05). By multivariate analysis, it was found that age was an independent factor affecting syndrome types
( P<0.05). Conclusions FYDS was the primary TCM syndrome type of initially treated pulmonary tubercu-
losis patients. TB-DNA, WBC, NEUT#, CRP, and TP could be used as the reference for TCM syndrome
typing, and age significantly affected syndrome typing.
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