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HWE HH ®iTPH@Eh (QIP) @idifdE £ Toll #4355 8 55 5 & Mk 3URAK B 4 BORBE B
T AP Y BIAE TR K SR AT a9 1E A ALE] . ik K 40 R4k SD XK RMALL A 540, EF 4
M0 (NC 40 ). MMk X R kR V3545 Faesa (UU 40 ). BRI Y B345F 40 (CTX ), &AFH T
RN TR AR R Y B3 T4l (UU+QJP 48 ), 3845 7 T FRERBRBEI: V3345 T4l (CTX+QJP 41), 4
218 R, #4255 NC.UU.CTX 4T A3 & K# F ,UU+QJIP 28 . CTX+QJP 214-F7%45 5 0.45 g/ (kg-d)
BEH, HLHAE, BERR—HRE, EAURERE, MEHFHE, HE L ENRENLAWELEME
s M f s KT RIRABALFE R ESHEA Toll 24K 4 (TLR4 ), #iAE>LEF (MYDS8S ),
MG IR B F %A A8 £ & & 6 (TRAF6 ) &9 &ik; RT-PCR Ml & TLR4, MYD88, TRAF6 mRNA %A,
2R 5 NCawsk, CTX., UU Ak R— kAR E, HE L E 2 TAKMILRRRZER Y, L4
2= TLR4, MYD88 &ik3% %, TRAF6 £ iA®, YV, CTX+QJP A% UU+QJP a4 Frik &, 5 NC 4k
%, UV, CTXAHFE%. A+BAKEF. A+B+ CHBHET. fedkgE (LH)., £ (T)K-F.
TRAF6 mRNA %A T (P<0.05), drieuilist® (FSH), # =8 (E,) K+, TLR4, MyD88 mRNA %
# ¥ (P<0.05), 5 UU a4 CTX Za1t%k, UU+QJIP 284 CTX+QJP La45F 5. A + BUAFT. A +
B+ C%# F. LH, T+, TRAF6 mRNA % i ¥ 4 (P<0.05), FSH, E, /& . TLR4, MyD88
MRNA 35 T4 (P<0.05). £5i8 3% R T BE AR 3R B J A B ERBRBL I P B ) 354 T 92 K R o4
TR, ALk TS A4E P Toll #4455 185469 X sE¥e.% TLR4, MYD88., TRAF6 A % .
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ABSTRACT Objective To explore the mechanism of Qiangjing Tablet ( QJT ) on improving the
spermatogenesis function by regulating the Toll-like signal pathway of the testis in two oligoasthenospermia
rat models induced by ureaplasma urealyticum infection or cyclophosphamide. Methods Forty male SD rats
were randomly divided into 5 groups, normal control group ( NC group ), ureaplasma urealyticum infection
oligoasthenospermia group (UU group ), cyclophosphamide oligoasthenospermia group ( CTX group ), QJT
intervention for ureaplasma urealyticum infection oligoasthenozoospermia group ( UU+QJT group ), QJT
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intervention for cyclophosphamide oligoasthenospermia group ( CTX+QJT group ), 8 in each group. After
modeling, the NC, UU, and CTX groups were given saline intragastrically, and the UU+QJT and CTX+QJT groups
were given QJT 0.45 g+ kg" - d” for 4 weeks. The general state of the rat, the wet weight of the testis and epididymis
were recorded, and the number of sperm was measured; HE staining was used to observe the structural changes of
the testis and epididymis; the serum sex hormone level was measured; immunohistochemical staining was used to to
analyze the testis toll-like receptor 4 (TLR4 ), myeloid differentiation factor 88 ( MYD88 ), TNF receptor associated
factor 6 ( TRAF6 ) protein expression; RT-PCR was used to to determine TLR4, MYD88 , TRAF6 mRNA expression.
Results Compared with the NC group, the rats in the CTX and UU groups were in poor condition. HE staining showed
that the spermatogenic cells decreased. Immunohistochemistry showed that the expression of TLR4 and MYD88
increased, and the expression of TRAF6 decreased, the CTX+QJT group and UU+QJT group recovered. Compared
with the NC group, sperm density, A+B grade sperm, A+B+C grade sperm, luteinizing hormone ( LH ), testosterone (T )
level, TRAF6 mRNA expression decreased in UU group and CTX group ( P<0.05 ), follicle stimulating hormone ( FSH ),
estradiol (E,) level, TLR4, MYD88 mRNA expression increased ( P<0.05) . Compared with UU group or CTX
group, sperm density, A+B grade sperm, A+B+C grade sperm, LH, T level, TRAF6 mRNA expression increased
(P<0.05), FSH, E,level, TLR4, UU+QJP group or CTX+QJP group MYD88 mRNA expression decreased ( P<0.05 ).
Conclusions QJT can improve the sperm level of Ureaplasma urealyticum infection and cyclophosphamide-induced
oligoasthenospermia rats. The mechanism may be related to the regulation of the key targets TLR4, MYD88, and
TRAF®6 of the Toll-like signaling pathway in the testis.
KEYWORDS Qiangjing Tablets; infertility; reproductive function; toll-like signal pathway; Chinese medicine
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BVERTRE N BT R G H W2 —, HbE
TG . AERRAE N T R E R R BB EANTIE LR
SR EFbES, CIkFRIREM 10%~36%, E
B AN AR . HRT 60%~75% KB R FIE
BE MR R VRO R, AIATTRCR A P, SRS
R (R4 3815 ) HAS . M8 Ml T R%E24T .
TR AR L. A, DIANETE IR
TEIT RN, I RO 2% I A B M A 55 R TE AR
FRE RO K% s Jy, IF R R K U R T AR 5
Toll FE155- M2 5 T MR T E A 5028 J A S K
JEARIRPL, SREATRESDIME Y, A5 IET
Toll A5 38 % W Eo0RG v TR0 T S SR AR R g D)
BT R T 800 5505 0 R BB Ry 7k, JFEERIT R
TRAVEFIL

MRERE

1 sh¥  fEEEkErE SPF 2% SD i 40 H,4~7 J
%, PRE 180~220 g, HiBGHSIAMSL 0 sh A B
4L, s = AT IES . SCXK (1) 2015-030,
FERS R BRSNS B R R B, B SR TR
RYN, HERE 20~24 C, X 40%~70%,
12 h/12 b B IAREAC . R B IaDRHRT I TR 7K
3%, SRR A RO IR B T 2 i AR B 25K
AP 12t (No.2021DL-013 ),

2 WS4 WS BEmE R (VY5 %

i, 5. 16091325 ) ; fi Ik % 4K (urea plasma
urealyticum, UU) 555 (Kb mwAY, it
P0701) ; UU br#fE K T960 ( ¥k T, K Vi v A
Yy, #'5: H160212) 5 K& &M ( AR g, #Ht
5. 2015050501 ) ; 4% J&% — 1 (R4, b5
R20516 ) ; “ fifi] (testosterone, T) it #| & ( b
HOE IR, 5. 170226 ) ; M (estradiol,
E,) Ml & (dbamr i AR, #t5. 170224 ) ; op
1 0 i & (follicle stimulating hormone, FSH) it
Me (et a BER, 5. 170228 ) ; B {AM R
(luteinizing hormone, LH) {7 & (Jba0H B EEL,
fit'5: 170222 ) ; fE MR R0 E ( gonadotropin-
releasing hormone, GnRH) i 7 & ( dt &t & B
BB, #t 5. 170225 ) ; Trizol (Invitrogen, 4t 5
15596026 ) ; iScript gDNA Clear cDNA Synthesis
Kit ( Bio-rad, #lt 5. 1725035 ) ; SsoAdvanced
Universal SYBR Green Supermix ( Bio-rad, it 5.
1725272 ) ; Toll ¥ 5% {& (toll-like receptor, TLR)
2 Pt K B £ 5 B 1 /& (BeacomBio, i [ 5.
B1011487 ) ; NF-KBp65 % #L K K £ 3 & #t ik
(BeacomBio, i f& 5 : B1014429) ; TLR4 R Hiik
R wEdT iR (RS, w5 11CM248 ) ;
B FE 2> 1k N T (myeloid differentiation factor 88,
MYD88) fbt K Z rebEhiik (D18, e
F: 1MP102) SR IR SE I T2 A K& 1 6 (TNF
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receptor associated factor 6, TRAF6) % it K
ZrpEpiiR (R, wES. 13H144); —
PrEpiR (RN EY, #5: KIT-5006 ), A
A (L5 20160718 ), H AL #S H B= 25 K 2= it & =
Bedeft, #iAs:. 100 A/, &4E2503 9/, HA
A 2Z54h 4.5 g/ K. 0.9% FALSTES R (5.
D150426021 ), 250 mL/ jffi, LiZRBHEZ5M A BRAF .

3 YA HTF R, A5 BSA124S #l, ffi[E
TR A F; MR RSO, #1S H1850R, K
UVPWIAS s WeRIR A4, S XW-80A, [ 1T HAk I
IR HEREREL, K5 Bioprep-6, 4t .t B/
Al MR A0 MRS REAL, 75 SCIENTZ-ID, T 9%
2N 9L E B PCR, %% CFX Connect, 2
Bio-Rad; #EH#L, 5 HI1210, kA ;
Yl R #HL, RIS RM2245, 8 [E kR~ Al L,
5 EG1160, fEREMRK A, b B, e
BX41TF, H A OLYMPUS; i& 41 i 5%, -5 JEM-
100SX, HASHL PR 24t KO R (oK 1 o A4S
245, 5 WLJY-9000, dbaids 1A+,

4 a5y F 40 RN SD KRR R
BEMLECF R 54, Fdl8 X, Rzs (Xt iddl
(NC 41 ). UU JERYARIZE (UU 4 ). ERM A i 1
ZH (CTX 4L ) UU B + 5kl Fridyrdl (UU+QUIT
H ). BEREARRL + 5ikE iRy T4 (CTX+QJIT 41 ).
Sk (6], MRS RIS S R D SR T
i A5 T 1] 25 RO R 1A 5 3 RIE R, H 7% 1
KA FEE R, DR, DR FEEGZ B, T
FFTIFIE R, ooy B Eg . a4 UU K9
W1 mL, WNFARE 2 KIFM, RA 1 mL JowE A4
HKE TS, R 1 IR, L5 K, SH Ik [7],
IR e e 175 5 1) K R0 S5 RS i A AL ) 45 TR O ik
I it Mk S S AR 75 5 R R S5 R P RE AR Y, o % b
PIUEST 1 mL AR K, WFREE 2 XIFR, R
FH 1% Wi EEN: 30 mg/kg MEIETES, BR 1K, %
2L 5 K, NC AR HFAR MBS 1 mL JCREA:
PR K, 2 KIFUH R 1 mL JG 5 A= B ER K I ks
T, BRI, #L5 K, @EBJE NC 4. UU
4. CTX UL TAEEK (5K 10 mLkg) #H,
UU+QJT 41, CTX+QJT 4 K Bl 4% 18 A 4= 245 &
4.5 gl K, H R AT BN EIR S 85057) 12 1Y)
SKEH 0.45.9/ (kg-d) FEE T2, 842 4 A,

5, Gl g br K ik

5.1 —BeRASUEE
FF R FUARAE

H B P i — PR A3

5.2 KW FHBOR R MBS, & FKiE
F P TR B Hams F10 K572 P 89, 37 CIRE
30 min, FEMFERSTRAUEES S, MBI R AR T
Jo e G I 2R GERGH AR 738 1 LA RORS T4

53 IMEMHENE KEMEEHICRILE,
B ES G, R A ELISA B, 15— Rk g
PrRL LR, Hl s s AR, SR JE I AREIAR
AT BAR L A ALY B BRI ) ) —RR A BT, 2B AR
WU - KR - Bt ic PR E &, &
68 J5 TE AR G E WOGME (OD A ), # it 5L
PUAWRE — WO h 2k, R B RRMbRAH T, E,.
FSH. LH #ZK¥.

54 HE JL & MEH 2 M AL SR 10%
H B RS [ 1 2 M B S8 % S U B v ik . £
W AU R ESY R, R4 wm, 42 TKIB
R, HE #RLYLfh, SGEE T ISR LB R 58 S S2 ALl
IG5

55 g dlfb ki s2 L2121 TLR4, MYD88.
TRAF6 FEH A BT SD KEREI, A 10% H
P W 11 5 48 h Je, IO ) EB A 1) SE AL 2 2B 9
WK, =i AaE, YJF4 wm, 17 TLR4,
MYD88. TRAF6 izl fk SP kYL fa,,

5.6 RT-PCR £ il % J. 40 41 TLR4, MYD88,
TRAF6 mRNA #ik ¥ 100 mg S2HLZHLUMA 1 mL
TRIzol B2 & rh, &5 - 5 N B 2 R RNA,
LRI E T E G, B 1png RNA, 20 L i
SRR ZR A cDNA, #RJ5H SYBR Green I 2ty
BT 8 PCR UV o 5191511 : 2 GAPDH: 5’ -
CAAGTTCAACGGCACAGTCAAG -3’ ( Filf), 5 -
ACATACTCAGCACCAGCATCAC -3’ ( T ), 92 bp;
TLR4: 5" - TACAGTTCGTCATGCTTTCTC -3’
( Fii%),5" -ATTAGGAAGTACCTCTATGCAG -3 (%),
145 bp; MYD88: 5’ - AACAGACAGACTATCGGCTTA -3’
( |%),5 - GTTGGACACCTGGAGACA -3’ ( T i),
158 bp; TRAF6:5’ - CCTGTGGTCATTCATAGC -3’
( |i%),5” - ATCGTGAGGCGTATTGTA -3’ ( Fiif),
160 bp.

6 itk R SPSS 22.0 it/ #r ik
F, BRI X +s FoR, 4R BRI 27
22560, ALIRI P HL R L SD #555:, P<0.05 h2s
SFHAEGIEE L.

# X

1 FHRM—BREWE 5 NCH A,
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CTX. UU iy K B Bk > . KphZSaE . 1%
g/l EIE . (RERE . OB, AMERNZ5E
ARFMARTE, CTX+QJT 41K UU+QJT 4hRH B iRk
fE, (EBEE A7 R CTX 40 % UU LB Wi

2 HAKRBMEBFELE (£1) 5NCYL
B, UV, CTX4K % . A+B 90K TR g%,
A+B+C NG TG sl R IR (P<0.05). 41415 UU 4
I CTX 40 ek, UU+QJT 41 CTX+QJT 4K + %
JE . A+B GUAE TG 8% . A+B+C UK TG s R T+ =
(P<0.05),

3 HAKRRMBHEMEKFE (£2) 5
NC 4H %8, UU., CTX 40 K KL FSH. E, K ETH &
(P<0.05), LH. T /KPR (P<0.05), 5 UU 410
CTX 414, UU+QJT LAl CTX+QJT 41 LH, T K
FIE, FSH. Ey 7KFREK (P<0.05),

4 FYREMELREESHE (K1.2) %
4R REE AL AN A TE A W X 51, 5230 HE YL o
R UU 2, CTX 21 KBRS U/ B ] DL A 4 4 A
[ R R U /L, A RE AT AN R AR R VT B A SRR R Y, 4
i PORG F->, S2 AL P ) 5 40 s /b . /A
ARG, M P AT OB Sk /N B R R TR g T 2
UU+QJT 21 F CTX+QJT 41 K S AL 2 BT
Uu4dl, CTXA KR, FEmE, HrieEhe, |
5 NC R REAS, BT AR e e .
2 HE Y@ s UU 41, CTX 4R U BEAS R L 7R
WL AN ARIR, RSO, EENA R TR
AFIFREEWD, A ZARR TS, UU+QJIT 40
A CTX+QIT A KM HZUE ST UU 4. CTX

HRE, WTHEES.

5 KHSEALAHY TLRA, MYD88, TRAF6 % 1
FakE: (E13. 4) NC KRS TLR4, MYD88
PRI, MYk, TRAFG RikEi%, PG
AT 5 NC A &, UU4, CTX 4 kR 2L
TLR4, MYD88 £ ik &, TRAF6 %k /b; 5 UU
ZH A CTX 4 %%, UU+QJT 41 #il CTX+QJT 2H %2 4L
141 TLR4. MYD88 %Kik, TRAF6 KikHiZ£,

6 HAKBEAHLS TLRA, MYD8S, TRAF6
mRNA ikt (£ 3) 5 NC HA, uu4dl. CTX
41 TLR4. MYD88 mRNA ik, TRAF6 mRNA
# 5 T B (P<0.05); 5 UU 4 f1 CTX 4 tb %,
UU+QJT 4 1 CTX+QJT 41 TLR4. MYD88 mRNA
F5 T, TRAF6 mRNA sk (P<0.05 ),

*£3 KY4IKE TLR4. MYD88. TRAF6 mRNA
FikbE (Xxs)

215 n TLR4 MYD88 TRAF6
NC 8 0.44+0.02 0.65+0.03 1.23+0.02
uu 8 0.91+0.03. 1.1210.05: 0.41 £ 0.04"
CTX 8 0.95:0.04" 1.05+0.04 0.51+0.02"
UU+QJT 8 0.61+£0.04° 0.76+0.07" 0.91+0.07*
CTX+QJT 8 0.58+0.06* 0.83+0.06* 1.43+0.114

TE: 15 NC 41145, "P<0.05; 5 UU 41 [E#%, °P<0.05; 5 CTX HLAE,
4P<0.05

o

FHER B R, LR 4
EEHY AR AL HURL, OB LB L, X

R SUAKGBIREILE (Xzs)

215 n K5 (x10%mL) A+B YT (%) A+B+C JET (%)
NC 8 80.00 + 38.83 32.14+9.57 55.26 + 8.32

uu 8 57.00 = 64.63" 25.98 + 18.31" 4418 + 24,65
CTX 8 59.86 + 36.43" 26.27 +12.79° 48.66 + 17.82"
UuU+QJT 8 141.88 + 34.53" 34.62+7.66" 55.26 + 11.10*
CTX+QJT 8 160.86 + 59.43* 33.14+7.984 55.84 +11.56*

TE: 5 NC 4itfe, "P<0.05; 5 UU 4lLbEr, *P<0.05; 5 CTX Iték, *P<0.05

®2 BHARBMFFEREKELE (X+s)

21 n E, (pg/mL) T (ng/mL) FSH (mIU/mL) LH (mlU/mL)
NC 8 19.50 + 3.34 31.31+£0.40 16.66 + 3.69 30.68 £ 0.087
uu 8 33.15+2.28" 21.02:%0.21" 30.18 + 2.14¢ 21.89+0.12"
CTX 8 34.16 + 3.89" 21,41 + 0.40° 33.18 3,25 20.76 £ 0.18"
UU+QJT 8 18.31+£2.27" 29.97 £ 0.20° 15.90«1.11"° 26.87 £ 0.45°
CTX+QJT 8 19.94 +2.68* 28.05+0.28* 13.07 £ 2.88* 27.9140:10*

7. 5 NC 4 s

, "P<0.055"5 UU #HIt#, “P<0.05; 5 CTX 4HIk#, *P<0.05
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PRSI O, RS T BRI A kB
F T 2% DR Ak PR 3 BT S AL SR R 2 A AR
PRBE, DA I 52 B i, 5 AL R A0 i ) B AR AR
W, SECCRES KA USRS R BR
LR (BAZ . MA. MR T, REZT. &
[T o N 1B N SR kY ) Eﬁ%'%‘?ﬁfl‘*\
(ﬁﬂﬂfkﬁxﬂﬁlﬂxﬁl YERBENHIFIC BT 156 4F4

YE: A NC 41 B 2 UU 41; C % CTX 41; D Jy UU+QJP 41 AZ . BB, R R R WIﬂlEfﬁEJ\J
E % CTX+QJP 4 ‘r'%‘*%ﬁ?ﬁf, BN, Ml T, L TFHFE, W%
B 1 A4S HE Qe @ah R E (HE, x100) FIBIFH 2245, J9 Fabz i, 5 HEANAZAIZE . 2

FAEM, GBIz, U RS
AR #5 BFFOE AR, 5 407+ B s B A K
B, ME TR k2T, Bl iRz B
feo AT PRAFE T W oA ol 4 e 2 B L 0
T REAE, BEARORS Wi T A8 FORS Sk R B 32 10
SRt LR ST 2 BASERE AT 0 T SE N FasL
sk Bk M, BRAREE AL FasL, MEM LA
F1 (androgen blndlng protein, ABP) # ik &,
) c(frxécjjTN; 41; B 4 UU 41; C A CTX 41; D 2 UU+QJT 41; i Occﬁin%%%ii[1i,[13}12"%;%;%%*;2?2?1??
7. IIEE ik, A NS
B2 ARADCRUISE HE R GAVRILE (HE, x100) ¥ -B 1 (transforming growth factor-g 1, TGF-8,)
MRBE, BRELDEEEANESE™,
BRI T K ", DG R
il R S S AR T T A5 B0 T, T RERIHE W IR
AEFEIE ARG S b R R B, 5 R WA R A B T R
JERTNZ s B A ERE T, A Tk
o SMRE AR . SN DA G B AR AR T JR R e
SEHLRT, SRR LAY S5 TE A TR "o B
H: Ay NC 41; B 2 UU 415 C 2y CTX 41; Dy UU+QUT 41; E PLit 22— FH AR S AL Jﬁj%" Eﬁu%ﬁm%qjﬁ
J3 CTX+QUT 41 LLEHTRITHE A TLR4 FEALUT IINER S Fx $B%{E‘$g‘ f’:?éﬁ%%‘ i E’fﬂhﬁm%ﬁ%:/%ﬁ J
3 RSB TR RSN TR ko PO fE ™, AT DAL &
(SP, x400) SR PR T B B AT e A UU 4 % CTX 1R
SLPRTSE R TR . A GORTTRH S A+ B ST
BH IR T NC . X UL IR S5 S PRI i 175
SR A /D R R R BRI R SRk T
5, KEPREFHEE . ASEFEE X A+ B 91
%ﬁz HEE T VU 418 CTX 4. H I iESE7E AR AN R
(/D SR IR SRS ot/ S5 R FRE I AR R 2
REL HA AP
AR MRS R E ?%TT%WE PESE —MEAE, AR

e Aﬁ&@"@ﬁ B 3% UU 41; C;@CTX%@;@UU@JT% E¥ &% mﬁgﬁ%ﬂﬁ%ﬂ% W%EE%E’Ji )%

CTX+Q%?@ IT (8 5 T MYDS%ZQ R ®</ ﬂﬂ%,ﬁ\%‘ﬁjﬁﬁ% LR IR &/Zbﬂ]
lz%&ﬁ al%ﬁstsﬁ%ﬁj: 141 MYD88 %1k %@éﬁ E?éj\w»ﬂﬁ/%fc% R TLR anﬂ TE'F%@IJJ fENY 5
R (SPJ % 400) R w2 FFW], 5 NC 4B, MR 5
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R B SR L e s B R B2 AL . ISR SR RACT
IR, PORRZSHIH R, 5 UU K CTX 4lHig,
sk R T RS SR . SEIUIERR REC LT, RIS
KA, DEHIRAE XA K B A R G RO D S 41 21
H—EMRPER. FSH, E, B9 ThE il % $ /8 S8 4L
ARG IHARERY S22, DR I AR 2 2 2 B 5 —
MO, TR AT A A RS DR TR, H FSH.
E, ZKFBA BT T R, R4 i et st A A 483 403 1) £
FHER . ARSI A BRI S I LH, T 7K [H]
B RERIEOL, Tok SN EALCH S B ks,
NUNEG =0 A G S A = = 1 R W 175 /R 1 =3
BB, RS T AT SR Tl
H, B, KR, SEALMBIES A FHRE, Hit
LH. T WEAFIKE .

AWFTE s, UU 418 CTX 444 T TLRs i
FHICFEARI AL, REMKEH TS5 T AR IR
P, REMS R UERE T 10T BT 4 552 4 A 1735
LA FFAM L TLRs AT AEJE 4 MR 0 B 300k
TRARHLH © . 5 R R R N RS T
PEARNE I LR RE, Wb 0 A 20 e A 3 3 S R
HUAHSE TLRs 3 5 & RUERON, i3 A RS 40—k
B, I AL NSRS, TLR4 &5 E— R0 E
FVE IR, PRI AN TLRA 13235 2 B il 5k Bt
P IR A e L3 R0 2 20 %Y, MYD88 & TLR4
R RS R T, AR AR P A 5% S
d, i AR Y, TRAF 1936 1k 2 {2 ot
NF- i B %% 53% K 7 B 3805 18 SE 40t D] 7 1y 7 . 28
TLR i i TRAF6 43 0 52 98 i S g 1) 1E Aff 4
ST TIRFAR AR L A SRS 0 i B B
[ X P %0 fae Ak B RT-PCR (45 5L /R i okg
AT R DA g FOR S T A R B Tl B e s BT v 11 K R
S2LH TLR4, MYD88 ik, I I i [F i 455 F& A Y
TRAFG6 ik, ULIH K A GBI o 8757 Toll M5 =
PR 1B AR EE S TLR4 . MYD88. TRAF6 Ui 4% 52 H.
RAESNL, PRI KR RAFEDIRE

AT LS R F W], Toll KE(E 538 2K 19 54 7]
Sl SEAVERDIRE 0T, I T B 89K T
K, RS BT S AT AR X R 45 O R A
Kzt

R 28 B : A B Z P TR S
s % xOM
FIT BOE, BROR, RS, . SRR
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