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ABSTRACT Objective To explore the effect of Yixin Huazhuo Formula ( YXHZF ) on the structure and
function of intestinal flora in rats with chronic heart failure. Methods The chronic heart failure rat model was
established by left coronary artery ligation. Totally 14 SD rats with chronic heart failure were randomly divided
into model group and YXHZF group, 7 rats in each group. Another 7 SD rats in sham group were thread only
without ligation. The rats in YXHZF group were intragastric administration 2.40 mg/mL YXHZF, the rats in sham
and model group were intragastric administration same amount of normal saline, the intervention time was
4 weeks. The16S rRNA gene sequencing technology was used to determine the intestinal bacteria of rats. The
data was analyzed by Alpha, Lefse and PLS-DA. Gene sequence was predicted in KEGG functional spectrum
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database. Results Compared with the model group, Lactobacillales, Aerococcaceae, Lactobacillaceae,

Oxalobacteraceae, Pseudomonadaceae, Pseudomonas, Cupriavidus, Serratia, and Facklamia increased
(P<0.05), Fusobacteria, Fusobacteriia, Saprospirae, Fusobacteriales, Saprospirales, Chitinophagaceae,
Christensenellaceae, Leuconostocaceae, Gemellaceae, Sediminibacterium, 02d06, and Amycolatopsis
decreased in YXHZF group (P<0.05) . YXHZF group was enriched in Candidatus Arthromitus. At the metabolic
level, YXHZ group was significantly associated with metabolism of xenobiotics biodegradation, nucleotide,

terpenoids, polyketides, amino acids, cotactors, vitamins, lipid, and glycan biosynthesis. At the cell function

level, YXHZF group was significantly associated with transportation, decomposition, cell growth and death. At

the level of biological system, YXHZ group was significantly associated with nervous system, excretory system,

endocrine system and circulatory system. Conclusions YXHZF can promote the proliferation of normal

intestinal flora and improve intestinal function in rats with chronic heart failure.
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