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ABSTRACT Objective To explore the relationship between the asthmatic Uyghur patients with
abnormal Savda in Xinjiang and the gene polymorphism of interleukin-4 (IL-4). Methods Totally 76
asthmatic patients were syndrome typed according to the body fluid theory of Uyghur medicine. Among
them, there were 30 asthmatic patients with abnormal Savda and 46 asthmatic patients without abnormal
Savda. A comparison study was performed in 89 healthy individuals (as the healthy control group). The
gene polymorphism of IL- 4 promoter area-589 (C/T) site were detected by using PCR-RFLP. Results
The distribution rate of genotype CT in asthmatic patients with abnormal Savda was significantly higher
than that of the asthmatic patients with non-abnormal Savda and the healthy control group (P <0.01). The
distribution rate of genotype CT in asthmatic patients with non-abnormal Savda group was significantly
higher than that of the healthy control group (P <0.05). There was no difference in the distribution fre-
quency of genotype CC or TT, or in the distribution frequency of allele C and T among the three groups
(P >0.05). Conclusion Asthma in Uyghur patients with abnormal Savda in Xinjiang might be correlated
to the gene polymorphism of IL-4 promoter area-589 (C/T).

KEYWORDS Uyghur medicine; abnormal Savda; bronchial asthma; gene polymorphism; interleu-
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W, A B AR A R B AR B B AR R B, AR
5 4 R VIR G o AR 78 SIS 19 1E IR
& B AR AR B A AR T A B A AR
W, TR Ry S b RO, B4 S MLV B L S MLV S
ROVRBT AN S R IELBT, HG v S R JIE BT AT | RS A 9
Tl A R E MR o 2B BT SR 4 B R
N i £ DA RIE S 0F G2, e 1 i R 5 e 4k B AR 12
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Sanyo A Al s K EL s B s 2 1 K5 HE — g 7Y
R A ARG (8 HL KA 5 TR IR 2 25 R RS AR 3K

6 FEH A B HEE K.100 bp DNA
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9 1it, th TaKaRa A4 T.# ( K3 ) A BR2 F A .
IL-4 KR 3h7IX -589 (CIT) Lilf514:5'-TGGG-
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TRV ¢ K50 ST EOR R X2 KR, Jegiih 44
5L R HE DR B R S B PR 43 A1, B IA A & Har-
dy-Weinberg i, 3R BIR A #0180k 07 5
A = (A G TR <2 + 2R R G T
BO LA AMAR x2, P <0.05 H2% 59652258 5,
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Y (P>0.05),
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2 KU IL-4 BER)FFIX -589 (C/T) i 15 5
PEIEEARA A LA (F22) 3 41 IL-4 HEE 3T
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F2 #HAIL-4 HFEFTX -589 (CIT) N S5
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it it
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PR [ PV P o e S DT T AR I g e PR AR
BRI AR T BS99, B2
JEG O A B RIS AR, KA
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TFEZS RN, T EIAEETG Y 5 5 R AR IR 5
L H AR, HAE I PEF T R be” 8RR
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